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LOCUS pLKO. 1-puro 7044 bp DNA circular SYN 02-JUN-2023
DEFINITION
ACCESSION
VERSION
KEYWORDS pLKO. 1-puro
SOURCE synthetic DNA construct
ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 7044)
AUTHORS
TITLE Direct Submission
JOURNAL  Exported Jun 2, 2023 from SnapGene 6. 0. 2
https://www. snapgene. com
FEATURES Location/Qualifiers
source 1..7044
/mol type="other DNA”
/organism="synthetic DNA construct”
CDS 169. . 768
/codon_start=1
/gene="pac from Streptomyces alboniger”
/product="puromycin N-acetyltransferase”
/label=PuroR
/note="confers resistance to puromycin”
/note="color: #ccffec”
/translation="MTEYKPTVRLATRDDVPRAVRTLAAAFADYPATRHTVDPDRHIER
VTELQELFLTRVGLDIGKVWVADDGAAVAVWTTPESVEAGAVFAEIGPRMAELSGSRLA
AQQQMEGLLAPHRPKEPAWFLATVGVSPDHQGKGLGSAVVLPGVEAAERAGVPAFLETS
APRNLPFYERLGFTVTADVEVPEGPRTWCMTRKPGA”
LTR 896.. 1129
/label=3" LTR (Delta-U3)
/note="self-inactivating 3° long terminal repeat (LTR) from
HIV-1"
/note="color: #ffedc4”
polyA signal 1201.. 1322
/label=SV40 poly(A) signal
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rep origin

promoter

primer bind

rep origin

promoter

CDS

rep origin

/note="SV40 polyadenylation signal”
/note="color: #abacbh3”
1362. . 1497
/label=SV40 ori
/note="SV40 origin of replication”
/note="color: #ffff00”
complement (1518. . 1536)
/label=T7 promoter
/note="promoter for bacteriophage T7 RNA polymerase”
/note="color: #ffffff; direction: LEFT”
complement (1546. . 1562)
/label=M13 fwd
/note="common sequencing primer, one of multiple similar
variants”
/note="color: #a020f0; direction: LEFT”
1704. . 2159
/direction=RIGHT
/label=f1 ori
/note="f1 bacteriophage origin of replication; arrow
indicates direction of (+) strand synthesis”
/note="color: #ffff00”
2185. . 2289
/gene="bla”
/label=AmpR promoter
/note="color: #ffffff; direction: RIGHT”
2290. . 3150
/codon_start=1
/gene="bla”
/product="beta-lactamase”
/label=AmpR
/note="confers resistance to ampicillin, carbenicillin, and
related antibiotics”
/note="This feature has 2 segments:
1: 2290 .. 2358 / #tccffcc / signal sequence
2: 2359 .. 3150 / #ccffec
Cleavage site after base 2358”
/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY I
ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS
PVTEKHLTDGMTVRELCSAATTMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW
EPELNEATPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPLLRSA
LPAGWFTADKSGAGERGSRGITAALGPDGKPSRIVVIYTTGSQATMDERNRQIAEIGAS
LIKHW”
3321..3909
/direction=RIGHT
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primer bind

promoter
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misc_ feature

/label=ori
/note="high-copy—number ColE1l/pMB1/pBR322/pUC origin of
replication”
/note="color: #ffff00”
4197. . 4218
/label=CAP binding site
/bound moiety="E. coli catabolite activator protein”
/note="CAP binding activates transcription in the presence
of cAMP.”
/note="color: #31849b”
4233. . 4263
/label=lac promoter
/note="promoter for the E. coli lac operon”
/note="This forward directional feature has 3 segments:
1: 4233 .. 4238 / #ffffff / -35
2: 4239 .. 4256 / #Ifffff
3: 4257 .. 4263 / #Efffff / -10”
4271. . 4287
/label=lac operator
/bound moiety="lac repressor encoded by lacl”
/note="The lac repressor binds to the lac operator to
inhibit transcription in E. coli. This inhibition can be
relieved by adding lactose or
isopropyl-beta-D-thiogalactopyranoside (IPTG).”
/note="color: #31849b”
4295. . 4311
/label=M13 rev
/note="common sequencing primer, one of multiple similar
variants”
/note="color: #a020f0; direction: RIGHT”
4332. . 4350
/label=T3 promoter
/note="promoter for bacteriophage T3 RNA polymerase”
/note="color: #ffffff; direction: RIGHT”
4378. . 4604
/label=RSV promoter
/note="Rous sarcoma virus enhancer/promoter”
/note="color: #ffffff; direction: RIGHT”
4605. . 4785
/label=5" LTR (truncated)
/note="truncated 5 long terminal repeat (LTR) from HIV-1”
/note="color: #ffedc4”
4832. . 4957
/label=HIV-1 Psi



misc_

feature

promoter

misc_

feature

promoter

ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201

cgggaagees
gegeggtgtt
gaccgaatca
aagcccacgg
geegegtteg
cgggtcaccg
tgggtegegs
ggggeggtgt
gcgceagcaac
ctggccaccg
ctcececggag
cccegeaace
cccgaaggac
gacccgceage
atgacttaca
gggctaattce
ttagaccaga
caataaagct
aactagagat
tgtcatctta
aacttgttta

/note="packaging signal of human immunodeficiency virus

type 17

/note="color: #ffe4c4”

5450. . 5683
/label=RRE

/note="The Rev response element (RRE) of HIV-1 allows for

Rev—dependent mRNA export from the nucleus to the

cytoplasm. ”

/note="color: #ffe4c4”

6210. . 6450

/label=U6 promoter
/note="RNA polymerase III promoter for human U6 snRNA”
/note="color: #ffffff; direction: RIGHT”

6515. . 6632

/label=cPPT/CTS

/note="central polypurine tract and central termination

sequence of HIV-17

/note="color: #ffedc4”
join(6681..7044, 1. . 147)
/label=hPGK promoter
/note="human phosphoglycerate kinase 1 promoter”
/note="color: #ffffff; direction: RIGHT”

cggtgeggga
ccgecattetg
ccgacctctce
tgcgeetege
ccgactaccce
agctgcaaga
acgacggege
tcgeccgagat
agatggaagg
tcggegtete
tggaggceggce
tcecectteta
cgcgecacctg
gcecegaccga
aggcagctgt
actcccaacg
tctgagectg
tgcecttgagt
ccctcagacce
ttattcagta
ttgcagctta

ggcggggtgt
caagcctecg
tcceccagggg
cacccgegac
cgccacgege
actcttecte
cgecggtggeg
cggeeegege
ccteetggeg
gceegaccac
cgagcgegece
cgagcggcetce
gtgcatgacc
aaggagcgca
agatcttagc
aagacaagat
ggagctctcet
gcttcaagta
cttttagtca
tttataactt
taatggttac

ggggcggtag
gagcgcacgt
gatccaccgg
gacgtcccca
cacaccgtcg
acgcgegteg
gtctggacca
atggccgagt
ccgeaccgge
cagggcaagg
ggggtgcecg
ggcttcaccg
cgcaagccecg
cgaccccatg
cactttttaa
ctgetttttg
ggctaactag
gtgtgtgecece
gtgtggaaaa
gcaaagaaat

aaataaagca
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tgtgggccecet
cggecagtegg
agcttaccat
gggecgtacg
atccggaccg
ggctcgacat
cgceggagag
tgagcggttce
ccaaggagcc
gtctgggeag
ccttectgga
tcaccgcecga
gtgcctgacg
catcggtacc
aagaaaaggg
cttgtactgg
ggaacccact
gtctgttgtg
tctctagcag
gaatatcaga

atagcatcac

gttcctgecee
ctceetegtt
gaccgagtac
caccctcegece
ccacatcgag
cggcaaggtg
cgtcgaagceg
ccggetggece
cgegtggtte
cgeegtegtg
gacctccegeg
cgtcgaggtg
ccegeeeceac
tttaagacca
gggactggaa
gtctctctgg
gcttaagecet
tgactctggt
tagtagttca
gagtgagagg
aaatttcaca



1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841

aataaagcat
tatcatgtct
ccagttccege
aggccgcectce
ggacgtaccc
acaacgtcgt
ccetttegece
gcgecagecetg
ggtggttacg
tttctteeet
gcteecttta
gggtgatggt
ggagtccacg
ctcggtctat
tgagctgatt
ggtggcactt
tcaaatatgt
aggaagagta
tgecettectg
ttgggtgcac
tttcgececeeg
gtattatccce
aatgacttgg
agagaattat
acaacgatcg
actcgecettg
accacgatgce
actctagett
cttctgeget
cgtgggtetce
gttatctaca
ataggtgect
tagattgatt
aatctcatga
gaaaagatca
acaaaaaaac
tttccgaagg
ccgtagttag
atcctgttac
agacgatagt
cccagettgg
agcgecacge
acaggagagc

gggtttcgece

ttttttcact
ggctctaget
ccattctecceg
ggcctectgag
aattcgccct
gactgggaaa
agctggegta
aatggcgaat
cgcagcgtga
tccttteteg
gggttccgat
tcacgtagtg
ttctttaata
tcttttgatt
taacaaaaat
ttcggggaaa
atccgctcat
tgagtattca
tttttgectca
gagtgggtta
aagaacgttt
gtattgacgc
ttgagtactc
gcagtgcetge
gaggaccgaa
atcgttggga
ctgtagcaat
cccggeaaca
cggececttee
gcggtatcat
cgacgggegag
cactgattaa
taaaacttca
ccaaaatccc
aaggatcttc
caccgctacc
taactggectt
gccaccactt
cagtggctge
taccggataa
agcgaacgac
ttcccgaagg
gcacgaggga
acctctgact

gcattctagt
atcccgececc
cccecatgget
ctattccaga
atagtgagtc
accctggegt
atagcgaaga
gggacgcegee
ccgctacact
ccacgttcge
ttagtgecttt
ggccatcgece
gtggactctt
tataagggat
ttaacgcgaa
tgtgcgegga
gagacaataa
acatttccegt
cccagaaacg
catcgaactg
tccaatgatg
cgggcaagag
accagtcaca
cataaccatg
ggagctaacc
accggagctg
ggcaacaacg
attaatagac
ggctggetgg
tgcagcactg
tcaggcaact
gcattggtaa
tttttaattt
ttaacgtgag
ttgagatcct
ageggtggtt
cagcagagcg
caagaactct
tgccagtgge
ggcgcragegsy
ctacaccgaa
gagaaaggcg
gcttccaggg
tgagcgtcga

tgtggtttgt
taactccgcece
gactaatttt
agtagtgagg
gtattacgcecg
tacccaactt
ggceegeace
ctgtagcggce
tgccagegece
cggetttecce
acggcacctc
ctgatagacg
gttccaaact
tttgcecgatt
ttttaacaaa
acccctattt
ccctgataaa
gtcgeectta
ctggtgaaag
gatctcaaca
agcactttta
caactcggtc
gaaaagcatc
agtgataaca
gettttttge
aatgaagcca
ttgcgcaaac
tggatggagg
tttattgetg
gggccagatg
atggatgaac
ctgtcagacc
aaaaggatct
ttttcgttee
ttttttetge
tgtttgeegg
cagataccaa
gtagcaccgce
gataagtcgt
tcgggetgaa
ctgagatacc
gacaggtatc
ggaaacgcect
tttttgtgat
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ccaaactcat
catcccgecece
ttttatttat
aggetttttt
cgctcactgg
aatcgccttg
gatcgccectt
gcattaagcg
ctagcgccecg
cgtcaagctce
gaccccaaaa
gtttttcgee
ggaacaacac
tcggectatt
atattaacgc
gtttattttt
tgcttcaata
tteecettttt
taaaagatgc
gcggtaagat
aagttctget
gcegcecataca
ttacggatgg
ctgcggcecaa
acaacatggg
taccaaacga
tattaactgg
cggataaagt
ataaatctgg
gtaagccctce
gaaatagaca
aagtttactc
aggtgaagat
actgagcgtc
gcgtaatctg
atcaagagct
atactgttct
ctacatacct
gtcttaccgg
cggggggtte
tacagcgtga
cggtaagegg
ggtatcttta
gctecgtcagg

caatgtatct
ctaactccge
gcagaggcceg
ggaggcctag
ccgtegtttt
cagcacatcc
cccaacagtt
cggegggtgt
ctcectttege
taaatcgggg
aacttgatta
ctttgacgtt
tcaaccctat
ggttaaaaaa
ttacaattta
ctaaatacat
atattgaaaa
tgcggeattt
tgaagatcag
ccttgagagt
atgtggcgeg
ctattctcag
catgacagta
cttacttctg
ggatcatgta
cgagcgtgac
cgaactactt
tgcaggacca
agccggtgag
ccgtatcgta
gatcgctgag
atatatactt
cctttttgat
agaccccgta
ctgcttgcaa
accaactctt
tctagtgtag
cgctctgeta
gttggactca
gtgcacacag
gctatgagaa
cagggtcgga
tagtcctgte
g888cggage



3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701
5761
5821
5881
5941
6001
6061
6121
6181
6241
6301
6361
6421
6481

ctatggaaaa
gctcacatgt
gagtgagctg
gaagcggaag
tgcagectgge
gtgagttagc
ttgtgtggaa
gccaagcegeg
agtcttatge
tacaaggaga
ccttattagg
attgcagaga
accagatctg
aaagcttgcece
agagatccct
ggacttgaaa
agcgegeacg
cggaggctag
atcgcgatgg
tatagtatgg
atcagaaggc
agaacttaga
gataaaagac
caccgcacag
ggagaagtga
ccaaggcaaa
tccttgggtt
tacaggccag
ttgaggcgca
gaatcctgge
ctggaaaact
tggaacagat
caagcttaat
aattattgga
tgtggtatat
ttgctgtact
cccacctecce
agagagacag
actagccteg
tgcatatacg
agatattagt
taaaattatg
tcttggettt

cgacctcgag

acgccagcaa
tcttteetge
ataccgctcg
agcgcccaat
acgacaggtt
tcactcatta
ttgtgagegg
caattaaccc
aatactcttg
gaaaaagcac
aaggcaacag
tattgtattt
agcctgggag
ttgagtgett
cagacccttt
gcgaaaggga
gcaagaggesg
aaggagagag
gaaaaaattc
gcaagcaggsy
tgtagacaaa
tcattatata
accaaggaag
caagcggeceg
attatataaa
gagaagagtg
cttgggagca
acaattattg
acagcatctg
tgtggaaaga
catttgcacc
ttggaatcac
acactcctta
attagataaa
aaaattattc
ttctatagtg
aaccccgagg
agacagatcc
agcggeegee
atacaaggct
acaaaatacg
ttttaaaatg
atatatcttg

acaaatggca

cgeggeettt
gttatccccet
ccgecageega
acgcaaaccg
tccecgactgg
ggcaccccag
ataacaattt
tcactaaagg
tagtcttgca
cgtgcatgcece
acgggtctga
aagtgcctag
ctctetgget
caagtagtgt
tagtcagtgt
aaccagagga
aggeegceecyg
atgggtgcega
ggttaaggcce
agctagaacg
tactgggaca
atacagtagc
ctttagacaa
ctgatcttca
tataaagtag
gtgcagagag
gcaggaagca
tctggtatag
ttgcaactca
tacctaaagg
actgetgtge
acgacctgga
attgaagaat
tgggcaagtt
ataatgatag
aatagagtta
ggacccgaca
attcgattag
ccecttecacceg
gttagagaga
tgacgtagaa
gactatcata
tggaaaggac
gtattcatcce

ttacggttce
gattctgtgg
acgaccgagc
ccteteeeceg
aaagcgggcea
gctttacact
cacacaggaa
gaacaaaagc
acatggtaac
gattggtgga
catggattgg
ctcgatacat
aactagggaa
gtgccecegtet
ggaaaatctc
gctetetega
actggtgagt
gagcgtcagt
agggggaaag
attcgcagtt
gctacaacca
aaccctctat
gatagaggaa
gacctggagg
taaaaattga
aaaaaagagc
ctatgggcegce
tgcagcagca
cagtctgggg
atcaacagct
cttggaatgc
tggagtggga
cgcaaaacca
tgtggaattg
taggaggctt
ggcagggata
ggccegaagg
tgaacggatc
agggcctatt
taattggaat
agtaataatt
tgcttaccgt
gaaacaccgg

acaattttaa
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tggeecttttg
ataaccgtat
gcagcgagtce
cgegttggee
gtgagcgcaa
ttatgcttce
acagctatga
tggagctgca
gatgagttag
agtaaggtgg
acgaaccact
aaacgggtct
cccactgett
gttgtgtgac
tagcagtggc
cgcaggactc
acgccaaaaa
attaagcggg
aaaaaatata
aatcctggcec
tccettcaga
tgtgtgcatce
gagcaaaaca
aggagatatg
accattagga
agtgggaata
agcgtcaatg
gaacaatttg
catcaagcag
cctggggatt
tagttggagt
cagagaaatt
gcaagaaaag
gtttaacata
ggtaggttta
ttcaccatta
aatagaagaa
tcgacggtat
tcccatgatt
taatttgact
tcttgggtag
aacttgaaag
ttctagagat

aagaaaaggg

ctggeectttt
taccgecttt
agtgagcgag
gattcattaa
cgcaattaat
ggctcgtatg
ccatgattac
agcttaatgt
caacatgcct
tacgatcgtg
gaattgccge
ctctggttag
aagcctcaat
tctggtaact
gcccgaacag
ggcttgetga
ttttgactag
ggagaattag
aattaaaaca
tgttagaaac
caggatcaga
aaaggataga
aaagtaagac
agggacaatt
gtagcaccca
ggagctttgt
acgctgacgg
ctgagggcta
ctccaggcaa
tggggttget
aataaatctc
aacaattaca
aatgaacaag
acaaattggc
agaatagttt
tcgtttcaga
gaaggtggag
cgatcacgag
ccttcatatt
gtaaacacaa
tttgcagttt
tatttcgatt
atcgaattct
gggattgggg



//

6541
6601
6661
6721
6781
6841
6901
6961
7021

ggtacagtgce
tacaaaaaca
cactttggcce
gcgeagggac
tctcgcacat
ggceeceegg
gcgtgeegga
cgccaggeag
gcagggeecsy

aggggaaaga
aattacaaaa
gcggetegag
gecggetgetce
tcttcacgte
cgacgcttcece
cgtgacaaac
caatggcagc

ccgagageag

atagtagaca
attcaaaatt
ggggttgggsg
tgggegtggt
cgttcgcage
tgcteegecee
ggaagccgcea
gcgeecgaccg

cggc

taatagcaac
ttcgggttta
ttgegeettt
tccgggaaac
gtcacccgga
ctaagtcggg
cgtctcacta

cgatgggctg

agacatacaa
ttacagggac
tccaaggcag
gcagecggege
tcttcgeege
aaggttcctt
gtaccctcge

tggccaatag

actaaagaat
agcagagatc
ccctgggttt
cgaccctggg
tacccttgtg
gcggttegeg
agacggacag

cggetgetceca



