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LOCUS Exported 5010bp ds—DNA circular SYN 17-JUN-2019

DEFINITION synthetic circular DNA

ACCESSION

VERSION

KEYWORDS pGL3-Promoter

SOURCE synthetic DNA construct

ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 5010)
AUTHORS
TITLE Direct Submission
JOURNAL  Exported Monday, June 17, 2019 from SnapGene 3.2.1
http://www. snapgene. com
FEATURES Location/Qualifiers
source 1..5010
/organism="synthetic DNA construct”
/mol type="other DNA”
rep _origin 27..482
/direction=RIGHT



polyA signal

misc feature

promoter

rep origin

CDS

polyA signal

rep origin

CDS

/note="f1 ori”

/note="f1 bacteriophage origin of replication; arrow
indicates direction of (+) strand synthesis”

613..661

/note="synthetic polyadenylation signal”

675.. 766

/note="pause site”

/note="RNA polymerase II transcriptional pause signal from
the human alpha-2 globin gene”

821..1017

/note="SV40 promoter”

/note="SV40 early promoter”

868. . 1003

/note="SV40 ori”

/note="SV40 origin of replication”

1053. . 2705

/codon_start=1

/gene="1luct+”

/product="firefly luciferase”

/note="1luciferase”

/note="enhanced luc+ version of the luciferase gene”
/translation="MEDAKNIKKGPAPFYPLEDGTAGEQLHKAMKRYALVPGTIAFTDA
HIEVDITYAEYFEMSVRLAEAMKRYGLNTNHRIVVCSENSLQFFMPVLGALFIGVAVAP
ANDIYNERELLNSMGISQPTVVEFVSKKGLQKILNVQKKLPTIQKITIMDSKTDYQGEFQS
MYTEVTSHLPPGENEYDFVPESFDRDKTIALIMNSSGSTGLPKGVALPHRTACVRFSHA
RDPIFGNQIIPDTAILSVVPFHHGFGMFTTLGYLICGFRVVLMYRFEEELFLRSLQDYK
IQSALLVPTLFSFFAKSTLIDKYDLSNLHETASGGAPLSKEVGEAVAKRFHLPGIRQGY
GLTETTSAILITPEGDDKPGAVGKVVPFFEAKVVDLDTGKTLGVNQRGELCVRGPMIMS
GYVNNPEATNALIDKDGWLHSGDIAYWDEDEHFFIVDRLKSLIKYKGYQVAPAELESIL
LQHPNIFDAGVAGLPDDDAGELPAAVVVLEHGKTMTEKEIVDYVASQVTTAKKLRGGVV
FVDEVPKGLTGKLDARKIREILIKAKKGGKIAV”

2746. . 2867

/note="SV40 poly(A) signal”

/note="SV40 polyadenylation signal”

complement (3286. . 3874)

/direction=LEFT

/note="ori”

/note="high—copy—number ColE1l/pMB1/pBR322/pUC origin of
replication”

complement (4045. . 4905)

/codon_start=1

/gene="bla”

/product="beta—lactamase”

/note="AmpR”

/note="confers resistance to ampicillin, carbenicillin, and
related antibiotics”

/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGYT
3
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CACATTTCCC
TGTGGTGGTT
CGCTTTCTTC
GGGGCTCCCT
TTAGGGTGAT
GTTGGAGTCC
TATCTCGGTC
AAATGAGCTG
TTGCCATTCG
GCTATTACGC
TGGAGCGGCC
GAATCGATAG
AAATAGGCTG
AGCTCTTACG
ACCATAGTCC
TCTCCGCCCC
TCTGAGCTAT
CTTGGCATTC
GCCCGGCGCC
TGAAGAGATA
ACATCACTTA
ATGGGCTGAA
TGCCGGTGTT
ATGAACGTGA
AAAAGGGGTT
TTATCATGGA
CTCATCTACC
AGACAATTGC
TGCCTCATAG
AAATCATTCC
TTACTACACT
AAGAGCTGTT
CCCTATTCTC
ACGAAATTGC
GGTTCCATCT
TGATTACACC
AAGCGAAGGT
TGTGTGTGAG

ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS
PVTEKHLTDGMTVRELCSAATITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW
EPELNEATPNDERDTTMPVAMATTLRKLLTGELLTLASRQQL IDWMEADKVAGPLLRSA
LPAGWFIADKSGAGERGSRGITAALGPDGKPSRIVVIYTTGSQATMDERNRQIAEIGAS
LIKHW”

complement (4906. . 5010)

/gene="bla”

/note="AmpR promoter”

CGAAAAGTGC
ACGCGCAGCG
CCTTCCTTTC
TTAGGGTTCC
GGTTCACGTA
ACGTTCTTTA
TATTCTTTTG
ATTTAACAAA
CCATTCAGGC
CAGCCCAAGC
GCAATAAAAT
TACTAACATA
TCCCCAGTGC
CGTGCTAGCC
CGCCCCTAAC
ATCGCTGACT
TCCAGAAGTA
CGGTACTGTT
ATTCTATCCG
CGCCCTGGTT
CGCTGAGTAC
TACAAATCAC
GGGCGCGTTA
ATTGCTCAAC
GCAAAAAATT
TTCTAAAACG
TCCCGGTTTT
ACTGATCATG
AACTGCCTGC
GGATACTGCG
CGGATATTTG
TCTGAGGAGC
CTTCTTCGCC
TTCTGGTGGC
GCCAGGTATC
CGAGGGGGAT
TGTGGATCTG
AGGTCCTATG

CACCTGACGC
TGACCGCTAC
TCGCCACGTT
GATTTAGTGC
GTGGGCCATC
ATAGTGGACT
ATTTATAAGG
AATTTAACGC
TGCGCAACTG
TACCATGATA
ATCTTTATTT
CGCTCTCCAT
AAGTGCAGGT
CGGGCTCGAG
TCCGCCCATC
AATTTTTTTT
GTGAGGAGGC
GGTAAAGCCA
CTGGAAGATG
CCTGGAACAA
TTCGAAATGT
AGAATCGTCG
TTTATCGGAG
AGTATGGGCA
TTGAACGTGC
GATTACCAGG
AATGAATACG
AACTCCTCTG
GTGAGATTCT
ATTTTAAGTG
ATATGTGGAT
CTTCAGGATT
AAAAGCACTC
GCTCCCCTCT
AGGCAAGGAT
GATAAACCGG
GATACCGGGA
ATTATGTCCG

GCCCTGTAGC
ACTTGCCAGC
CGCCGGCTTT
TTTACGGCAC
GCCCTGATAG
CTTGTTCCAA
GATTTTGCCG
GAATTTTAAC
TTGGGAAGGG
AGTAAGTAAT
TCATTACATC
CAAAACAAAA
GCCAGAACAT
ATCTGCGATC
CCGCCCCTAA
ATTTATGCAG
TTTTTTGGAG
CCATGGAAGA
GAACCGCTGG
TTGCTTTTAC
CCGTTCGGTT
TATGCAGTGA
TTGCAGTTGC
TTTCGCAGCC
AAAAAAAGCT
GATTTCAGTC
ATTTTGTGCC
GATCTACTGG
CGCATGCCAG
TTGTTCCATT
TTCGAGTCGT
ACAAGATTCA
TGATTGACAA
CTAAGGAAGT
ATGGGCTCAC
GCGCGGTCGG
AAACGCTGGG

GTTATGTAAA
4

GGCGCATTAA
GCCCTAGCGC
CCCCGTCAAG
CTCGACCCCA
ACGGTTTTTC
ACTGGAACAA
ATTTCGGCCT
AAAATATTAA
CGATCGGTGC
ATTAAGGTAC
TGTGTGTTGG
CGAAACAAAA
TTCTCTATCG
TGCATCTCAA
CTCCGCCCAG
AGGCCGAGGC
GCCTAGGCTT
CGCCAAAAAC
AGAGCAACTG
AGATGCACAT
GGCAGAAGCT
AAACTCTCTT
GCCCGCGAAC
TACCGTGGTG
CCCAATCATC
GATGTACACG
AGAGTCCTTC
TCTGCCTAAA
AGATCCTATT
CCATCACGGT
CTTAATGTAT
AAGTGCGCTG
ATACGATTTA
CGGGGAAGCG
TGAGACTACA
TAAAGTTGTT
CGTTAATCAA
CAATCCGGAA

GCGCGGCGGG
CCGCTCCTTT
CTCTAAATCG
AAAAACTTGA
GCCCTTTGAC
CACTCAACCC
ATTGGTTAAA
CGCTTACAAT
GGGCCTCTTC
GGGAGGTACT
TTTTTTGTGT
CAAACTAGCA
ATAGGTACCG
TTAGTCAGCA
TTCCGCCCAT
CGCCTCGGCC
TTGCAAAAAG
ATAAAGAAAG
CATAAGGCTA
ATCGAGGTGG
ATGAAACGAT
CAATTCTTTA
GACATTTATA
TTCGTTTCCA
CAAAAAATTA
TTCGTCACAT
GATAGGGACA
GGTGTCGCTC
TTTGGCAATC
TTTGGAATGT
AGATTTGAAG
CTGGTGCCAA
TCTAATTTAC
GTTGCCAAGA
TCAGCTATTC
CCATTTTTTG
AGAGGCGAAC
GCGACCAACG
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CCTTGATTGA
AACACTTCTT
CTCCCGCTGA
CAGGTCTTCC
GAAAGACGAT
AAAAGTTGCG
TCGACGCAAG
TGTAATTCTA
AGTTTGGACA
ATGCTATTGC
GCATTCATTT
ACCTCTACAA
AACCCAGTCA
GTCTTCTTTA
CACTGACTCG
GGTAATACGG
CCAGCAAAAG
CCCCCCTGAC
ACTATAAAGA
CCTGCCGCTT
TAGCTCACGC
GCACGAACCC
CAACCCGGTA
AGCGAGGTAT
TAGAAGAACA
TGGTAGCTCT
GCAGCAGATT
GTCTGACGCT
AAGGATCTTC
ATATGAGTAA
GATCTGTCTA
ACGGGAGGGC
GGCTCCAGAT
TGCAACTTTA
TTCGCCAGTT
CTCGTCGTTT
ATCCCCCATG
TAAGTTGGCC
CATGCCATCC
ATAGTGTATG
ACATAGCAGA
AAGGATCTTA
TTCAGCATCT
CGCAAAAAAG
ATATTATTGA
TTAGAAAAAT

CAAGGATGGA
CATCGTTGAC
ATTGGAATCC
CGACGATGAC
GACGGAAAAA
CGGAGGAGTT
AAAAATCAGA
GAGTCGGGGC
AACCACAACT
TTTATTTGTA
TATGTTTCAG
ATGTGGTAAA
GCTCCTTCCG
TCATGCAACT
CTGCGCTCGG
TTATCCACAG
GCCAGGAACC
GAGCATCACA
TACCAGGCGT
ACCGGATACC
TGTAGGTATC
CCCGTTCAGC
AGACACGACT
GTAGGCGGTG
GTATTTGGTA
TGATCCGGCA
ACGCGCAGAA
CAGTGGAACG
ACCTAGATCC
ACTTGGTCTG
TTTCGTTCAT
TTACCATCTG
TTATCAGCAA
TCCGCCTCCA
AATAGTTTGC
GGTATGGCTT
TTGTGCAAAA
GCAGTGTTAT
GTAAGATGCT
CGGCGACCGA
ACTTTAAAAG
CCGCTGTTGA
TTTACTTTCA
GGAATAAGGG
AGCATTTATC
AAACAAATAG

TGGCTACATT
CGCCTGAAGT
ATCTTGCTCC
GCCGGTGAAC
GAGATCGTGG
GTGTTTGTGG
GAGATCCTCA
GGCCGGCCGC
AGAATGCAGT
ACCATTATAA
GTTCAGGGGG
ATCGATAAGG
GTGGGCGCGG
CGTAGGACAG
TCGTTCGGCT
AATCAGGGGA
GTAAAAAGGC
AAAATCGACG
TTCCCCCTGG
TGTCCGCCTT
TCAGTTCGGT
CCGACCGCTG
TATCGCCACT
CTACAGAGTT
TCTGCGCTCT
AACAAACCAC
AAAAAGGATC
AAAACTCACG
TTTTAAATTA
ACAGTTACCA
CCATAGTTGC
GCCCCAGTGC
TAAACCAGCC
TCCAGTCTAT
GCAACGTTGT
CATTCAGCTC
AAGCGGTTAG
CACTCATGGT
TTTCTGTGAC
GTTGCTCTTG
TGCTCATCAT
GATCCAGTTC
CCAGCGTTTC
CGACACGGAA
AGGGTTATTG
GGGTTCCGCG

CTGGAGACAT
CTCTGATTAA
AACACCCCAA
TTCCCGCCGC
ATTACGTCGC
ACGAAGTACC
TAAAGGCCAA
TTCGAGCAGA
GAAAAAAATG
GCTGCAATAA
AGGTGTGGGA
ATCCGTCGAC
GGCATGACTA
GTGCCGGCAG
GCGGCGAGCG
TAACGCAGGA
CGCGTTGCTG
CTCAAGTCAG
AAGCTCCCTC
TCTCCCTTCG
GTAGGTCGTT
CGCCTTATCC
GGCAGCAGCC
CTTGAAGTGG
GCTGAAGCCA
CGCTGGTAGC
TCAAGAAGAT
TTAAGGGATT
AAAATGAAGT
ATGCTTAATC
CTGACTCCCC
TGCAATGATA
AGCCGGAAGG
TAATTGTTGC
TGCCATTGCT
CGGTTCCCAA
CTCCTTCGGT
TATGGCAGCA
TGGTGAGTAC
CCCGGCGTCA
TGGAAAACGT
GATGTAACCC
TGGGTGAGCA
ATGTTGAATA
TCTCATGAGC

AGCTTACTGG
GTACAAAGGC
CATCTTCGAC
CGTTGTTGTT
CAGTCAAGTA
GAAAGGTCTT
GAAGGGCGGA
CATGATAAGA
CTTTATTTGT
ACAAGTTAAC
GGTTTTTTAA
CGATGCCCTT
TCGTCGCCGC
CGCTCTTCCG
GTATCAGCTC
AAGAACATGT
GCGTTTTTCC
AGGTGGCGAA
GTGCGCTCTC
GGAAGCGTGG
CGCTCCAAGC
GGTAACTATC
ACTGGTAACA
TGGCCTAACT
GTTACCTTCG
GGTGGTTTTT
CCTTTGATCT
TTGGTCATGA
TTTAAATCAA
AGTGAGGCAC
GTCGTGTAGA
CCGCGAGACC
GCCGAGCGCA
CGGGAAGCTA
ACAGGCATCG
CGATCAAGGC
CCTCCGATCG
CTGCATAATT
TCAACCAAGT
ATACGGGATA
TCTTCGGGGC
ACTCGTGCAC
AAAACAGGAA
CTCATACTCT
GGATACATAT

GACGAAGACG
TATCAGGTGG
GCAGGTGTCG
TTGGAGCACG
ACAACCGCGA
ACCGGAAAAC
AAGATCGCCG
TACATTGATG
GAAATTTGTG
AACAACAATT
AGCAAGTAAA
GAGAGCCTTC
ACTTATGACT
CTTCCTCGCT
ACTCAAAGGC
GAGCAAAAGG
ATAGGCTCCG
ACCCGACAGG
CTGTTCCGAC
CGCTTTCTCA
TGGGCTGTGT
GTCTTGAGTC
GGATTAGCAG
ACGGCTACAC
GAAAAAGAGT
TTGTTTGCAA
TTTCTACGGG
GATTATCAAA
TCTAAAGTAT
CTATCTCAGC
TAACTACGAT
CACGCTCACC
GAAGTGGTCC
GAGTAAGTAG
TGGTGTCACG
GAGTTACATG
TTGTCAGAAG
CTCTTACTGT
CATTCTGAGA
ATACCGCGCC
GAAAACTCTC
CCAACTGATC
GGCAAAATGC
TCCTTTTTCA
TTGAATGTAT



