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LOCUS Exported 5064bp ds—DNA circular SYN 20-JUN-2019
DEFINITION synthetic circular DNA

ACCESSION

VERSION

KEYWORDS pGL3—Enhancer

SOURCE

synthetic DNA construct

ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 5064)
AUTHORS  aaaaaa
TITLE Direct Submission
JOURNAL  Exported Thursday, June 20, 2019 from SnapGene 3.2.1

http://www. snapgene. com

FEATURES Location/Qualifiers
source 1..5064

/organism="synthetic DNA construct”
/mol type="other DNA”

rep origin 1..456

/direction=RIGHT
/note="f1 ori”
/note="f1 bacteriophage origin of replication; arrow

indicates direction of (+) strand synthesis”

polyA signal 587..635

/note="synthetic polyadenylation signal”

misc_ feature 649. . 740

/note="pause site”

/note="RNA polymerase Il transcriptional pause signal fro
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regulatory

CDS

polyA signal

rep origin

CDS

promoter

the human alpha-2 globin gene”

829. . 838

/regulatory class="other”

/note="Kozak sequence”

/note="vertebrate consensus sequence for strong initiation
of translation (Kozak, 1987)”

83b. . 2487

/codon_start=1

/gene="1uct+”

/product="firefly luciferase”

/note="luciferase”

/note="enhanced luc+ version of the luciferase gene”
/translation="MEDAKNIKKGPAPFYPLEDGTAGEQLHKAMKRYALVPGTIAFTDA
HIEVDITYAEYFEMSVRLAEAMKRYGLNTNHRIVVCSENSLQFFMPVLGALFIGVAVAP
ANDIYNERELLNSMGISQPTVVEFVSKKGLQKILNVQKKLPIIQKIIIMDSKTDYQGFQS
MYTEVTSHLPPGFNEYDFVPESFDRDKTIALIMNSSGSTGLPKGVALPHRTACVRFSHA
RDPIFGNQIIPDTAILSVVPFHHGFGMFTTLGYLICGFRVVLMYRFEEELFLRSLQDYK
TQSALLVPTLFSFFAKSTLIDKYDLSNLHETASGGAPLSKEVGEAVAKRFHLPGIRQGY
GLTETTSAILITPEGDDKPGAVGKVVPFFEAKVVDLDTGKTLGVNQRGELCVRGPMIMS
GYVNNPEATNALIDKDGWLHSGDIAYWDEDEHFFIVDRLKSLIKYKGYQVAPAELESIL
LQHPNIFDAGVAGLPDDDAGELPAAVVVLEHGKTMTEKEIVDYVASQVTTAKKLRGGVV
FVDEVPKGLTGKLDARKIREILIKAKKGGKIAV”

2528. . 2649

/note="SV40 poly(A) signal”

/note="SV40 polyadenylation signal”

complement (3314. . 3902)

/direction=LEFT

/note="ori”

/note="high-copy—number ColE1l/pMB1/pBR322/pUC origin of
replication”

complement (4073. .4933)

/codon_start=1

/gene="bla”

/product="beta-lactamase”

/note="AmpR”

/note="confers resistance to ampicillin, carbenicillin, and
related antibiotics”
/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY I
ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS
PVTEKHLTDGMTVRELCSAATTMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW
EPELNEATPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPLLRSA
LPAGWFTADKSGAGERGSRGITAALGPDGKPSRIVVIYTTGSQATMDERNRQIAEIGAS
LIKHW”

complement (4934. . 5038)
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ORIGIN

61
121
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241
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361
421
481
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781
841
901
961

1021
1081
1141
1201
1261
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1381
1441
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1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401

ACGCGCCCTG
CTACACTTGC
CGTTCGCCGG
GTGCTTTACG
CATCGCCCTG
GACTCTTGTT
AAGGGATTTT
ACGCGAATTT
ACTGTTGGGA
GATAAGTAAG
ATTTTCATTA
CCATCAAAAC
AGGTGCCAGA
CGAGATCTGC
GACGCCAAAA
GGAGAGCAAC
ACAGATGCAC
TTGGCAGAAG
GAAAACTCTC
GCGCCCGCGA
CCTACCGTGG
CTCCCAATCA
TCGATGTACA
CCAGAGTCCT
GGTCTGCCTA
AGAGATCCTA
TTCCATCACG
GTCTTAATGT
CAAAGTGCGC
AAATACGATT
GTCGGGGAAG
ACTGAGACTA
GGTAAAGTTG
GGCGTTAATC
AACAATCCGG
ATAGCTTACT
AAGTACAAAG
AACATCTTCG
GCCGTTGTTG
GCCAGTCAAG
CCGAAAGGTC

/gene="bla”

/note="AmpR promoter”

TAGCGGCGCA
CAGCGCCCTA
CTTTCCCCGT
GCACCTCGAC
ATAGACGGTT
CCAAACTGGA
GCCGATTTCG
TAACAAAATA
AGGGCGATCG
TAATATTAAG
CATCTGTGTG
AAAACGAAAC
ACATTTCTCT
GATCTAAGTA
ACATAAAGAA
TGCATAAGGC
ATATCGAGGT
CTATGAAACG
TTCAATTCTT
ACGACATTTA
TGTTCGTTTC
TCCAAAAAAT
CGTTCGTCAC
TCGATAGGGA
AAGGTGTCGC
TTTTTGGCAA
GTTTTGGAAT
ATAGATTTGA
TGCTGGTGCC
TATCTAATTT
CGGTTGCCAA
CATCAGCTAT
TTCCATTTTT
AAAGAGGCGA
AAGCGACCAA
GGGACGAAGA
GCTATCAGGT
ACGCAGGTGT
TTTTGGAGCA
TAACAACCGC
TTACCGGAAA

TTAAGCGCGG
GCGCCCGCTC
CAAGCTCTAA
CCCAAAAAAC
TTTCGCCCTT
ACAACACTCA
GCCTATTGGT
TTAACGCTTA
GTGCGGGCCT
GTACGGGAGG
TTGGTTTTTT
AAAACAAACT
ATCGATAGGT
AGCTTGGCAT
AGGCCCGGCG
TATGAAGAGA
GGACATCACT
ATATGGGCTG
TATGCCGGTG
TAATGAACGT
CAAAAAGGGG
TATTATCATG
ATCTCATCTA
CAAGACAATT
TCTGCCTCAT
TCAAATCATT
GTTTACTACA
AGAAGAGCTG
AACCCTATTC
ACACGAAATT
GAGGTTCCAT
TCTGATTACA
TGAAGCGAAG
ACTGTGTGTG
CGCCTTGATT
CGAACACTTC
GGCTCCCGCT
CGCAGGTCTT
CGGAAAGACG
GAAAAAGTTG
ACTCGACGCA

CGGGTGTGGT
CTTTCGCTTT
ATCGGGGGCT
TTGATTAGGG
TGACGTTGGA
ACCCTATCTC
TAAAAAATGA
CAATTTGCCA
CTTCGCTATT
TACTTGGAGC
GTGTGAATCG
AGCAAAATAG
ACCGAGCTCT
TCCGGTACTG
CCATTCTATC
TACGCCCTGG
TACGCTGAGT
AATACAAATC
TTGGGCGCGT
GAATTGCTCA
TTGCAAAAAA
GATTCTAAAA
CCTCCCGGTT
GCACTGATCA
AGAACTGCCT
CCGGATACTG
CTCGGATATT
TTTCTGAGGA
TCCTTCTTCG
GCTTCTGGTG
CTGCCAGGTA
CCCGAGGGGG
GTTGTGGATC
AGAGGTCCTA
GACAAGGATG
TTCATCGTTG
GAATTGGAAT
CCCGACGATG
ATGACGGAAA
CGCGGAGGAG
AGAAAAATCA

4

GGTTACGCGC
CTTCCCTTCC
CCCTTTAGGG
TGATGGTTCA
GTCCACGTTC
GGTCTATTCT
GCTGATTTAA
TTCGCCATTC
ACGCCAGCCC
GGCCGCAATA
ATAGTACTAA
GCTGTCCCCA
TACGCGTGCT
TTGGTAAAGC
CGCTGGAAGA
TTCCTGGAAC
ACTTCGAAAT
ACAGAATCGT
TATTTATCGG
ACAGTATGGG
TTTTGAACGT
CGGATTACCA
TTAATGAATA
TGAACTCCTC
GCGTGAGATT
CGATTTTAAG
TGATATGTGG
GCCTTCAGGA
CCAAAAGCAC
GCGCTCCCCT
TCAGGCAAGG
ATGATAAACC
TGGATACCGG
TGATTATGTC
GATGGCTACA
ACCGCCTGAA
CCATCTTGCT
ACGCCGGTGA
AAGAGATCGT
TTGTGTTTGT
GAGAGATCCT

AGCGTGACCG
TTTCTCGCCA
TTCCGATTTA
CGTAGTGGGC
TTTAATAGTG
TTTGATTTAT
CAAAAATTTA
AGGCTGCGCA
AAGCTACCAT
AAATATCTTT
CATACGCTCT
GTGCAAGTGC
AGCCCGGGCT
CACCATGGAA
TGGAACCGCT
AATTGCTTTT
GTCCGTTCGG
CGTATGCAGT
AGTTGCAGTT
CATTTCGCAG
GCAAAAAAAG
GGGATTTCAG
CGATTTTGTG
TGGATCTACT
CTCGCATGCC
TGTTGTTCCA
ATTTCGAGTC
TTACAAGATT
TCTGATTGAC
CTCTAAGGAA
ATATGGGCTC
GGGCGCGGTC
GAAAACGCTG
CGGTTATGTA
TTCTGGAGAC
GTCTCTGATT
CCAACACCCC
ACTTCCCGCC
GGATTACGTC
GGACGAAGTA
CATAAAGGCC
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3121
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3241
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4201
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4681
4741
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AAGAAGGGCG
GACATGATAA
TGCTTTATTT
AAACAAGTTA
GAGGTTTTTT
GATGGAGCGG
GCGGGACTAT
AGCCTGGGGA
TGCCTGCTGG
CCGTCGACCG
CATGACTATC
GCCGGCAGCG
GGCGAGCGGT
ACGCAGGAAA
CGTTGCTGGC
CAAGTCAGAG
GCTCCCTCGT
TCCCTTCGGG
AGGTCGTTCG
CCTTATCCGG
CAGCAGCCAC
TGAAGTGGTG
TGAAGCCAGT
CTGGTAGCGG
AAGAAGATCC
AAGGGATTTT
AATGAAGTTT
GCTTAATCAG
GACTCCCCGT
CAATGATACC
CCGGAAGGGC
ATTGTTGCCG
CCATTGCTAC
GTTCCCAACG
CCTTCGGTCC
TGGCAGCACT
GTGAGTACTC
CGGCGTCAAT
GAAAACGTTC
TGTAACCCAC
GGTGAGCAAA
GTTGAATACT
TCATGAGCGG
CATTTCCCCG

GAAAGATCGC
GATACATTGA
GTGAAATTTG
ACAACAACAA
AAAGCAAGTA
AGAATGGGCG
GGTTGCTGAC
CTTTCCACAC
GGAGCCTGGG
ATGCCCTTGA
GTCGCCGCAC
CTCTTCCGCT
ATCAGCTCAC
GAACATGTGA
GTTTTTCCAT
GTGGCGAAAC
GCGCTCTCCT
AAGCGTGGCG
CTCCAAGCTG
TAACTATCGT
TGGTAACAGG
GCCTAACTAC
TACCTTCGGA
TGGTTTTTTT
TTTGATCTTT
GGTCATGAGA
TAAATCAATC
TGAGGCACCT
CGTGTAGATA
GCGAGACCCA
CGAGCGCAGA
GGAAGCTAGA
AGGCATCGTG
ATCAAGGCGA
TCCGATCGTT
GCATAATTCT
AACCAAGTCA
ACGGGATAAT
TTCGGGGCGA
TCGTGCACCC
AACAGGAAGG
CATACTCTTC
ATACATATTT
AAAAGTGCCA

CGTGTAATTC
TGAGTTTGGA
TGATGCTATT
TTGCATTCAT
AAACCTCTAC
GAACTGGGCG
TAATTGAGAT
CTGGTTGCTG
GACTTTCCAC
GAGCCTTCAA
TTATGACTGT
TCCTCGCTCA
TCAAAGGCGG
GCAAAAGGCC
AGGCTCCGCC
CCGACAGGAC
GTTCCGACCC
CTTTCTCATA
GGCTGTGTGC
CTTGAGTCCA
ATTAGCAGAG
GGCTACACTA
AAAAGAGTTG
GTTTGCAAGC
TCTACGGGGT
TTATCAAAAA
TAAAGTATAT
ATCTCAGCGA
ACTACGATAC
CGCTCACCGG
AGTGGTCCTG
GTAAGTAGTT
GTGTCACGCT
GTTACATGAT
GTCAGAAGTA
CTTACTGTCA
TTCTGAGAAT
ACCGCGCCAC
AAACTCTCAA
AACTGATCTT
CAAAATGCCG
CTTTTTCAAT
GAATGTATTT
CCTG

TAGAGTCGGG
CAAACCACAA
GCTTTATTTG
TTTATGTTTC
AAATGTGGTA
GAGTTAGGGG
GCATGCTTTG
ACTAATTGAG
ACCCTAACTG
CCCAGTCAGC
CTTCTTTATC
CTGACTCGCT
TAATACGGTT
AGCAAAAGGC
CCCCTGACGA
TATAAAGATA
TGCCGCTTAC
GCTCACGCTG
ACGAACCCCC
ACCCGGTAAG
CGAGGTATGT
GAAGAACAGT
GTAGCTCTTG
AGCAGATTAC
CTGACGCTCA
GGATCTTCAC
ATGAGTAAAC
TCTGTCTATT
GGGAGGGCTT
CTCCAGATTT
CAACTTTATC
CGCCAGTTAA
CGTCGTTTGG
CCCCCATGTT
AGTTGGCCGC
TGCCATCCGT
AGTGTATGCG
ATAGCAGAAC
GGATCTTACC
CAGCATCTTT
CAAAAAAGGG
ATTATTGAAG
AGAAAAATAA

GCGGCCGGLC
CTAGAATGCA
TAACCATTAT
AGGTTCAGGG
AAATCGATAA
CGGGATGGGC
CATACTTCTG
ATGCATGCTT
ACACACATTC
TCCTTCCGGT
ATGCAACTCG
GCGCTCGGTC
ATCCACAGAA
CAGGAACCGT
GCATCACAAA
CCAGGCGTTT
CGGATACCTG
TAGGTATCTC
CGTTCAGCCC
ACACGACTTA
AGGCGGTGCT
ATTTGGTATC
ATCCGGCAAA
GCGCAGAAAA
GTGGAACGAA
CTAGATCCTT
TTGGTCTGAC
TCGTTCATCC
ACCATCTGGC
ATCAGCAATA
CGCCTCCATC
TAGTTTGCGC
TATGGCTTCA
GTGCAAAAAA
AGTGTTATCA
AAGATGCTTT
GCGACCGAGT
TTTAAAAGTG
GCTGTTGAGA
TACTTTCACC
AATAAGGGCG
CATTTATCAG
ACAAATAGGG

GCTTCGAGCA
GTGAAAAAAA
AAGCTGCAAT
GGAGGTGTGG
GGATCTGAAC
GGAGTTAGGG
CCTGCTGGGG
TGCATACTTC
CACAGCGGAT
GGGCGCGGGG
TAGGACAGGT
GTTCGGCTGC
TCAGGGGATA
AAAAAGGCCG
AATCGACGCT
CCCCCTGGAA
TCCGCCTTTC
AGTTCGGTGT
GACCGCTGCG
TCGCCACTGG
ACAGAGTTCT
TGCGCTCTGC
CAAACCACCG
AAAGGATCTC
AACTCACGTT
TTAAATTAAA
AGTTACCAAT
ATAGTTGCCT
CCCAGTGCTG
AACCAGCCAG
CAGTCTATTA
AACGTTGTTG
TTCAGCTCCG
GCGGTTAGCT
CTCATGGTTA
TCTGTGACTG
TGCTCTTGCC
CTCATCATTG
TCCAGTTCGA
AGCGTTTCTG
ACACGGAAAT
GGTTATTGTC
GTTCCGCGCA
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