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Kozak sequence

LOCUS Exported 4818bp ds—-DNA circular SYN 15-SEP-2017
DEFINITION pGL3-Basic

ACCESSION

VERSTON

KEYWORDS pGL3-Basic

SOURCE synthetic DNA construct

ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 4818)
AUTHORS
TITLE Direct Submission
JOURNAL  Exported Thursday, June 20, 2019 from SnapGene 3. 2.1
http://www. snapgene. com
FEATURES Location/Qualifiers
source 1..4818
/organism="synthetic DNA construct”
/mol type="other DNA”
regulatory 82..91
/regulatory class="other”
/note="Kozak sequence”
/note="vertebrate consensus sequence for strong initiation
of translation (Kozak, 1987)”
CDS 88..1740
/codon_start=1
/gene="1luct+”
/product="firefly luciferase”
/note="luciferase”
/note="enhanced luc+ version of the luciferase gene”
/translation="MEDAKNIKKGPAPFYPLEDGTAGEQLHKAMKRYALVPGTIAFTDA
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HIEVDITYAEYFEMSVRLAEAMKRYGLNTNHRIVVCSENSLQFFMPVLGALFIGVAVAP
ANDTYNERELLNSMGISQPTVVEFVSKKGLQKTLNVQKKLPTIQKT T TMDSKTDYQGFQS
MYTEVTSHLPPGFNEYDFVPESFDRDKTIALIMNSSGSTGLPKGVALPHRTACVRFSHA
RDPIFGNQIIPDTAILSVVPFHHGFGMFTTLGYLICGFRVVLMYRFEEELFLRSLQDYK
IQSALLVPTLFSFFAKSTLIDKYDLSNLHETASGGAPLSKEVGEAVAKRFHLPGIRQGY
GLTETTSAILITPEGDDKPGAVGKVVPFFEAKVVDLDTGKTLGVNQRGELCVRGPMIMS
GYVNNPEATNALIDKDGWLHSGDIAYWDEDEHFFIVDRLKSLIKYKGYQVAPAELESIL
LQHPNIFDAGVAGLPDDDAGELPAAVVVLEHGKTMTEKEIVDYVASQVTTAKKLRGGVV
FVDEVPKGLTGKLDARKIREILIKAKKGGKIAV”

1781..1902

/note="SV40 poly(A) signal”

/note="SV40 polyadenylation signal”

complement (2321. . 2909)

/direction=LEFT

/note="ori”

/note="high-copy—number ColE1l/pMB1/pBR322/pUC origin of
replication”

complement (3080. . 3940)

/codon_start=1

/gene="bla”

/product="beta—lactamase”

/note="AmpR”

/note="confers resistance to ampicillin, carbenicillin, and
related antibiotics”
/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGYI
ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS
PVTEKHLTDGMTVRELCSAATTMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW
EPELNEATPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPLLRSA
LPAGWFIADKSGAGERGSRGITAALGPDGKPSRIVVIYTTGSQATMDERNRQIAEIGAS
LIKHW”

complement (3941. . 4045)

/gene="bla”

/note="AmpR promoter”

4072. . 4527

/direction=RIGHT

/note="f1 ori”

/note="f1 bacteriophage origin of replication; arrow
indicates direction of (+) strand synthesis”

4658. . 4706

/note="synthetic polyadenylation signal”

4720. . 4811

/note="pause site”

/note="RNA polymerase II transcriptional pause signal from

the human alpha—2 globin gene”
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GGTACCGAGC
CATTCCGGTA
GCGCCATTCT
AGATACGCCC
ACTTACGCTG
CTGAATACAA
GTGTTGGGCG
CGTGAATTGC
GGGTTGCAAA
ATGGATTCTA
CTACCTCCCG
ATTGCACTGA
CATAGAACTG
ATTCCGGATA
ACACTCGGAT
CTGTTTCTGA
TTCTCCTTCT
ATTGCTTCTG
CATCTGCCAG
ACACCCGAGG
AAGGTTGTGG
GTGAGAGGTC
ATTGACAAGG
TTCTTCATCG
GCTGAATTGG
CTTCCCGACG
ACGATGACGG
TTGCGCGGAG
GCAAGAAAAA
TTCTAGAGTC
GGACAAACCA
ATTGCTTTAT
CATTTTATGT
TACAAATGTG
AGTCAGCTCC
CTTTATCATG
ACTCGCTGCG
TACGGTTATC
AAAAGGCCAG
CTGACGAGCA
AAAGATACCA
CGCTTACCGG
CACGCTGTAG

TCTTACGCGT
CTGTTGGTAA
ATCCGCTGGA
TGGTTCCTGG
AGTACTTCGA
ATCACAGAAT
CGTTATTTAT
TCAACAGTAT
AAATTTTGAA
AAACGGATTA
GTTTTAATGA
TCATGAACTC
CCTGCGTGAG
CTGCGATTTT
ATTTGATATG
GGAGCCTTCA
TCGCCAAAAG
GTGGCGCTCC
GTATCAGGCA
GGGATGATAA
ATCTGGATAC
CTATGATTAT
ATGGATGGCT
TTGACCGCCT
AATCCATCTT
ATGACGCCGG
AAAAAGAGAT
GAGTTGTGTT
TCAGAGAGAT
GGGGCGGCCG
CAACTAGAAT
TTGTAACCAT
TTCAGGTTCA
GTAAAATCGA
TTCCGGTGGG
CAACTCGTAG
CTCGGTCGTT
CACAGAATCA
GAACCGTAAA
TCACAAAAAT
GGCGTTTCCC
ATACCTGTCC
GTATCTCAGT

GCTAGCCCGG
AGCCACCATG
AGATGGAACC
AACAATTGCT
AATGTCCGTT
CGTCGTATGC
CGGAGTTGCA
GGGCATTTCG
CGTGCAAAAA
CCAGGGATTT
ATACGATTTT
CTCTGGATCT
ATTCTCGCAT
AAGTGTTGTT
TGGATTTCGA
GGATTACAAG
CACTCTGATT
CCTCTCTAAG
AGGATATGGG
ACCGGGCGCG
CGGGAAAACG
GTCCGGTTAT
ACATTCTGGA
GAAGTCTCTG
GCTCCAACAC
TGAACTTCCC
CGTGGATTAC
TGTGGACGAA
CCTCATAAAG
GCCGCTTCGA
GCAGTGAAAA
TATAAGCTGC
GGGGGAGGTG
TAAGGATCCG
CGCGGGGCAT
GACAGGTGCC
CGGCTGCGGC
GGGGATAACG
AAGGCCGCGT
CGACGCTCAA
CCTGGAAGCT
GCCTTTCTCC
TCGGTGTAGG

GCTCGAGATC
GAAGACGCCA
GCTGGAGAGC
TTTACAGATG
CGGTTGGCAG
AGTGAAAACT
GTTGCGCCCG
CAGCCTACCG
AAGCTCCCAA
CAGTCGATGT
GTGCCAGAGT
ACTGGTCTGC
GCCAGAGATC
CCATTCCATC
GTCGTCTTAA
ATTCAAAGTG
GACAAATACG
GAAGTCGGGG
CTCACTGAGA
GTCGGTAAAG
CTGGGCGTTA
GTAAACAATC
GACATAGCTT
ATTAAGTACA
CCCAACATCT
GCCGCCGTTG
GTCGCCAGTC
GTACCGAAAG
GCCAAGAAGG
GCAGACATGA
AAATGCTTTA
AATAAACAAG
TGGGAGGTTT
TCGACCGATG
GACTATCGTC
GGCAGCGCTC
GAGCGGTATC
CAGGAAAGAA
TGCTGGCGTT
GTCAGAGGTG
CCCTCGTGCG
CTTCGGGAAG
TCGTTCGCTC

4

TGCGATCTAA
AAAACATAAA
AACTGCATAA
CACATATCGA
AAGCTATGAA
CTCTTCAATT
CGAACGACAT
TGGTGTTCGT
TCATCCAAAA
ACACGTTCGT
CCTTCGATAG
CTAAAGGTGT
CTATTTTTGG
ACGGTTTTGG
TGTATAGATT
CGCTGCTGGT
ATTTATCTAA
AAGCGGTTGC
CTACATCAGC
TTGTTCCATT
ATCAAAGAGG
CGGAAGCGAC
ACTGGGACGA
AAGGCTATCA
TCGACGCAGG
TTGTTTTGGA
AAGTAACAAC
GTCTTACCGG
GCGGAAAGAT
TAAGATACAT
TTTGTGAAAT
TTAACAACAA
TTTAAAGCAA
CCCTTGAGAG
GCCGCACTTA
TTCCGCTTCC
AGCTCACTCA
CATGTGAGCA
TTTCCATAGG
GCGAAACCCG
CTCTCCTGTT
CGTGGCGCTT
CAAGCTGGGC

GTAAGCTTGG
GAAAGGCCCG
GGCTATGAAG
GGTGGACATC
ACGATATGGG
CTTTATGCCG
TTATAATGAA
TTCCAAAAAG
AATTATTATC
CACATCTCAT
GGACAAGACA
CGCTCTGCCT
CAATCAAATC
AATGTTTACT
TGAAGAAGAG
GCCAACCCTA
TTTACACGAA
CAAGAGGTTC
TATTCTGATT
TTTTGAAGCG
CGAACTGTGT
CAACGCCTTG
AGACGAACAC
GGTGGCTCCC
TGTCGCAGGT
GCACGGAAAG
CGCGAAAAAG
AAAACTCGAC
CGCCGTGTAA
TGATGAGTTT
TTGTGATGCT
CAATTGCATT
GTAAAACCTC
CCTTCAACCC
TGACTGTCTT
TCGCTCACTG
AAGGCGGTAA
AAAGGCCAGC
CcTcceecece
ACAGGACTAT
CCGACCCTGC
TCTCATAGCT
TGTGTGCACG
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AACCCCCCGT
CGGTAAGACA
GGTATGTAGG
GAACAGTATT
GCTCTTGATC
AGATTACGCG
ACGCTCAGTG
TCTTCACCTA
AGTAAACTTG
GTCTATTTCG
AGGGCTTACC
CAGATTTATC
CTTTATCCGC
CAGTTAATAG
CGTTTGGTAT
CCATGTTGTG
TGGCCGCAGT
CATCCGTAAG
GTATGCGGCG
GCAGAACTTT
TCTTACCGCT
CATCTTTTAC
AAAAGGGAAT
ATTGAAGCAT
AAAATAAACA
GTAGCGGCGC
CCAGCGCCCT
GCTTTCCCCG
GGCACCTCGA
GATAGACGGT
TCCAAACTGG
TGCCGATTTC
TTAACAAAAT
AAGGGCGATC
GTAATATTAA
ACATCTGTGT
CAAAACGAAA
AACATTTCTC

TCAGCCCGAC
CGACTTATCG
CGGTGCTACA
TGGTATCTGC
CGGCAAACAA
CAGAAAAAAA
GAACGAAAAC
GATCCTTTTA
GTCTGACAGT
TTCATCCATA
ATCTGGCCCC
AGCAATAAAC
CTCCATCCAG
TTTGCGCAAC
GGCTTCATTC
CAAAAAAGCG
GTTATCACTC
ATGCTTTTCT
ACCGAGTTGC
AAAAGTGCTC
GTTGAGATCC
TTTCACCAGC
AAGGGCGACA
TTATCAGGGT
AATAGGGGTT
ATTAAGCGCG
AGCGCCCGCT
TCAAGCTCTA
CCCCAAAAAA
TTTTCGCCCT
AACAACACTC
GGCCTATTGG
ATTAACGCTT
GGTGCGGGCC
GGTACGGGAG
GTTGGTTTTT
CAAAACAAAC
TATCGATA

CGCTGCGCCT
CCACTGGCAG
GAGTTCTTGA
GCTCTGCTGA
ACCACCGCTG
GGATCTCAAG
TCACGTTAAG
AATTAAAAAT
TACCAATGCT
GTTGCCTGAC
AGTGCTGCAA
CAGCCAGCCG
TCTATTAATT
GTTGTTGCCA
AGCTCCGGTT
GTTAGCTCCT
ATGGTTATGG
GTGACTGGTG
TCTTGCCCGG
ATCATTGGAA
AGTTCGATGT
GTTTCTGGGT
CGGAAATGTT
TATTGTCTCA
CCGCGCACAT
GCGGGTGTGG
CCTTTCGCTT
AATCGGGGGC
CTTGATTAGG
TTGACGTTGG
AACCCTATCT
TTAAAAAATG
ACAATTTGCC
TCTTCGCTAT
GTACTTGGAG
TGTGTGAATC
TAGCAAAATA

TATCCGGTAA
CAGCCACTGG
AGTGGTGGCC
AGCCAGTTAC
GTAGCGGTGG
AAGATCCTTT
GGATTTTGGT
GAAGTTTTAA
TAATCAGTGA
TCCCCGTCGT
TGATACCGCG
GAAGGGCCGA
GTTGCCGGGA
TTGCTACAGG
CCCAACGATC
TCGGTCCTCC
CAGCACTGCA
AGTACTCAAC
CGTCAATACG
AACGTTCTTC
AACCCACTCG
GAGCAAAAAC
GAATACTCAT
TGAGCGGATA
TTCCCCGAAA
TGGTTACGCG
TCTTCCCTTC
TCCCTTTAGG
GTGATGGTTC
AGTCCACGTT
CGGTCTATTC
AGCTGATTTA
ATTCGCCATT
TACGCCAGCC
CGGCCGCAAT
GATAGTACTA
GGCTGTCCCC

CTATCGTCTT
TAACAGGATT
TAACTACGGC
CTTCGGAAAA
TTTTTTTGTT
GATCTTTTCT
CATGAGATTA
ATCAATCTAA
GGCACCTATC
GTAGATAACT
AGACCCACGC
GCGCAGAAGT
AGCTAGAGTA
CATCGTGGTG
AAGGCGAGTT
GATCGTTGTC
TAATTCTCTT
CAAGTCATTC
GGATAATACC
GGGGCGAAAA
TGCACCCAAC
AGGAAGGCAA
ACTCTTCCTT
CATATTTGAA
AGTGCCACCT
CAGCGTGACC
CTTTCTCGCC
GTTCCGATTT
ACGTAGTGGG
CTTTAATAGT
TTTTGATTTA
ACAAAAATTT
CAGGCTGCGC
CAAGCTACCA
AAAATATCTT
ACATACGCTC
AGTGCAAGTG

GAGTCCAACC
AGCAGAGCGA
TACACTAGAA
AGAGTTGGTA
TGCAAGCAGC
ACGGGGTCTG
TCAAAAAGGA
AGTATATATG
TCAGCGATCT
ACGATACGGG
TCACCGGCTC
GGTCCTGCAA
AGTAGTTCGC
TCACGCTCGT
ACATGATCCC
AGAAGTAAGT
ACTGTCATGC
TGAGAATAGT
GCGCCACATA
CTCTCAAGGA
TGATCTTCAG
AATGCCGCAA
TTTCAATATT
TGTATTTAGA
GACGCGCCCT
GCTACACTTG
ACGTTCGCCG
AGTGCTTTAC
CCATCGCCCT
GGACTCTTGT
TAAGGGATTT
AACGCGAATT
AACTGTTGGG
TGATAAGTAA
TATTTTCATT
TCCATCAAAA
CAGGTGCCAG



