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Xhol Notl HindIII Sall Sacl EcoRI  BamHI

CTCAGCTTCCTTTCGGBGCTTTGTTAGCAGCCBBATCTCAGTGBTGBTBBTGGTGBTGCTCBAGBTGCBBCCECAABGCTTGTCBACGBAGCTCBAATTCGGA

: ! s ! + 1 r ! + ! s ! : ! 4 ! + ! r !
T T T T T T T T T T T T T T T T T T T T 200

GAGTCGAAGGAAAGCCCGBAAACAATCGBTCGGCCTAGAGTCACCACCACCACCACCACGAGCTCACGCCGGCGTTCGAACAGCTGCCTCBAGCTTAAGCCT

BE Cys Gly Ser Arg Leu Pro Pro Pro Pro Pro Ala Arg Thr Arg Gly Cys Ala GIn Arg Arg Leu Glu Phe Glu Ser
S H SRR s e SR A G e R SR S e s (in frame with enterokinase site) ---------=---------omomoomoooooioooon
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B His His His His His His

EcoRV  Ncol Kpnl BglII

TCCBATATCAGCCATGGCCTTGTCGTCGTCGTCOGBTACCCAGATCTGGGCTGTCCATGTGCTGGCOGTTCGAATTTAGCAGCAGCGOTTTCTTTCATACCA

: ! . : : ! . : : ! . : : ! . : . ! . . 300

AGGCTATAGTCGGTACCGGAACAGCAGCAGCAGCCATGGETCTAGACCCGACAGGTACACGACCGCAAGCTTAAATCGTCGTCGCCAAAGAAAGTATGET

5 1 15 L s . 10, .\ L L5 L PR | .
Gly Ile Asp Ala Met Ala Lys Asp Asp Asp Asp Thr Gly Leu Asp Pro Ser Asp Met His GIn Arg Glu Phe Lys Ala Ala Ala Thr Glu Lys Met Gly
- “

thrombin site

GAACCGCGTGGCACCAGACCAGAAGAATGATGATGATGATGGTGCATATGGCCAGAACCAGAACCGGCCAGGTTAGCGTCGAGGAACTCTTTCAACTGAC

t } t } t } t } t } t } t } t } : ; ' } 400

CTTBGCBCACCBTGBTCTGBTCTTCTTACTACTACTACTACCACGTATACCGBTCTTGBTCTTGBCCBBTCCAATCBCAGCTCCTTGABAAAGTTBACTG

5 1 S b § L L L , 105 | L . 100 L
Ser Gly Arg Pro Wal Leu Gly Ser Ser His His His His His His Met His Gly Ser Gly Ser Gly Ala Leu Asn Als Asp Leu Phe Glu Lys Leu GIn Gly
< L HEEE RS 4--- (in frame with Tnd)  ---

thrombin site

CTTTAGACAGTGCACCCACTTTGGTTGCCGCCACTTCACCGTTTTTGAACAGCAGCAGAGTCGGGATACCACGGATGCCATATTTCGGCGCAGTGCCAGE

: } : . : } : . : } : . : } : : : } : f s00

GAAATCTGTCACGTGGGTGAAACCAACGGCOGTGAAGTOGCAAAAACTTOTCOTCGTCTCAGCCCTATGOTGCCTACGGTATAAAGCCGCGTCACGOTCC

L L 95 L L L L S0 L L L L 85 L L n L 80 L L n L 75 L L L L 70 L L n L 65
Lys Ser Leu Ala Gly Val Lys Thr Ala Ala Val Glu Gly Asn Lys Phe Leu Leu Leu Thr Pro Ile Gly Arg lle Gly Tyr Lys Pro Ala Thr Gly Pro

GTTTTGATCGATGTTCAGTTTTGCAACGOTCAGTTTGCCCTGATATTCGTCAGCGATTTCATCCAGAATCGGGOCOATCATTTTGCACGGACCGCACCAC
. !

t } t } t } t } t } t } t } t } . ; t { 500

CAAAACTAGCTACAAGTCAAAACGTTGCCAGTCAAACGGGACTATAAGCAGTCGCTAAAGTAGGTCTTAGCCCCGCTAGTAAAACGTGCCTGGCGTGGTG

L L ' s 60 ' ' ' L 55 L ' L L 50 L L ' L 45 L ' s 40 ' ' ' L 35 L L L
_Asn GIn Asp Ile Asn Lleu Lys Ala Val Thr Leu Lys Gly GIn Tyr Glu Asp Ala Ile Glu Asp Leu Ile Pro Ala Ile Met Lys Cys Pro Gly Cys Trp

TCTGCCCAGAAATCGACGAGGATCGCCCCGTCCOCTTTGAGTACATCCGTGTCAAAACTGTCGTCAGTCAGGTGAATAATTTTATCGCTCATATGTATAT

: } . ; : : . : : : . : : : . : : . ; : 700

AGACGGGTCTTTAGCTGCTCCTAGCGGGGCAGGCGAAACTCATGTAGGCACAGTTTTGACAGCAGTCAGTCCACTTATTAAAATAGCGAGTATACATATA

L 30 L s L L 25 L L s L 20 L L L L 15 s L s .10 L s L L L s L 1
Glu Az Trp Phe Asp val leu Ile Ala Gly Asp Ala Lys Leu Val Asp Thr Asp Phe Ser Asp Asp Thr Leu His Ile Ile Lys Asp Ser Met

RBS

Xbal

CTCCTTCTTAAAGTTAAACAAAATTATTTCTAGAGGGGAATTGTTATCCGCTCACAATTCCCCTATAGTGAGTCGTATTAATTTCGCGGGATCGAGATCG

1 1 I I I I I 1 I i
t t t t t t t t t t t 1 t t + t t t t } 800

GAGGAAGAATTTCAATTTGTTTTAATAAAGATCTCCCCTTAACAATAGGCGAGTGTTAAGGGGATATCACTCAGCATAATTAAAGCGCCCTAGCTCTAGC

OTTRssTE [ CTTTTE TN < TV promoter ]
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FEATURES Location/Qualifiers

source 1..5900
/organism="synthetic DNA construct”
/mol type="other DNA”

terminator 26..73
/note="T7 terminator”
/note="transcription terminator for bacteriophage T7 RNA
polymerase”

CDS complement (140. . 157)
/codon start=1
/product="6xHis affinity tag”
/note="6xHis”
/translation="HHHHHH"

CDS complement (219. . 233)
/codon start=1
/product="enterokinase recognition and cleavage site”
/note="enterokinase site”
/translation="DDDDK”

CDS complement (249. . 293)
/codon start=1
/product="affinity and epitope tag derived from

pancreatic

ribonuclease A”
/note="S-Tag”
/translation="KETAAAKFERQHMDS”

CDS complement (300. . 317)
/codon start=1
/product="thrombin recognition and cleavage site”
/note="thrombin site”
/translation="LVPRGS”

CDS complement (327. . 344)
/codon start=1
/product="6xHis affinity tag”
/note="6xHis”
/translation="HHHHHH"

CDS complement (366. . 692)
/codon start=1
/gene="trxA”
/product="E. coli thioredoxin”
/note="TrxA”

/translation="MSDKITHLTDDSFDTDVLKADGATLVDFWAEWCGPCKMIAPILDE

TADEYQGKLTVAKLNIDONPGTAPKYGIRGIPTLLLFKNGEVAATKVGALSKGQLKEFL
DANLA”



RBS

protein bind

promoter

promoter

CDS

700..722
/note="efficient ribosome binding site from bacteriophage
T7 gene 10 (0lins and Rangwala, 1989)”

737..761

/bound moiety="lac repressor encoded by lacl”
/note="lac operator”

/note="The lac repressor binds to the lac operator to
inhibit transcription in E. coli. This inhibition can be
relieved by adding lactose or
isopropyl-beta-D-thiogalactopyranoside (IPTG).”
complement (762. . 780)

/note="T7 promoter”

/note="promoter for bacteriophage T7 RNA polymerase”
1093..1170

/gene="lacl”

/note="lacl promoter”

1171.. 2253

/codon start=1

/gene="lacl”

/product="1ac repressor”

/note="lacl”

/note="The lac repressor binds to the lac operator to
inhibit transcription in E. coli. This inhibition can be
relieved by adding lactose or
isopropyl-beta-D-thiogalactopyranoside (IPTG).”

/translation="MKPVTLYDVAEYAGVSYQTVSRVVNQASHVSAKTREKVEAAMAEL

NYTPNRVAQQLAGKQSLLIGVATSSLALHAPSQIVAATKSRADQLGASVVVSMVERSGV

EACKAAVHNLLAQRVSGLIINYPLDDQDATAVEAACTNVPALFLDVSDQTPINSITFSH

EDGTRLGVEHLVALGHQQTALLAGPLSSVSARLRLAGWHKYLTRNQIQPTAEREGDWSA

MSGFQQTMQMLNEGIVPTAMLVANDQMALGAMRATITESGLRVGADISVVGYDDTEDSSC

YTPPLTTIKQDFRLLGQTSVDRLLQLSQGQAVKGNQLLPVSLVKRKTTLAPNTQTASPR

CDS

Copy

ALADSLMQLARQVSRLESGQ”

3062. . 3253

/codon start=1

/gene="rop”

/product="Rop protein, which maintains plasmids at low

number”
o ”
/note="rop

/translation="MTKQEKTALNMARFIRSQTLTLLEKLNELDADEQADICESLHDHA

4



misc feature

rep origin

CDS

and

DELYRSCLARFGDDGENL”

3355. . 3497
/note="bom”

/note="basis of mobility region from pBR322”
complement (3683..4271)
/direction=

” /4
/note="ori

LEFT

/note="high—copy—number ColE1l/pMB1/pBR322/pUC origin of
replication”

complement (4442. . 5302)

/codon start=1

/gene="bla”

/product="beta—-lactamase”
/note="AmpR”
/note="confers resistance to ampicillin, carbenicillin,

related ant

ibiotics”

/translation="MSTQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGYT

ELDLNSGKTLESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS

PVTEKHLTDGMTVRELCSAATTMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW

EPELNEATPNDERDTTMPAAMATTLRKLLTGELLTLASRQQL IDWMEADKVAGPLLRSA

LPAGWFTADKSGAGERGSRGI TAALGPDGKPSRIVVIYTTGSQATMDERNRQTAETGAS

promoter

rep origin

ORIGIN

61
121
181
241
301
361
421
481
541

ATCCGGATAT
GGGGTTATGC
TGTTAGCAGC
CGACGGAGCT
AGATCTGGGC
GAACCGCGTG
GAACCGGCCA
TTGGTTGCCG
TATTTCGGCG
TGATATTCGT

LIKHW”

complement (5303. . 5407)

/gene="bla”

/note="AmpR promoter”

complement (5434. . 5889)
/direction=

[HET

/note="f1 ori”
/note="f1 bacteriophage origin of replication; arrow

indicates direction of (+) strand synthesis”

AGTTCCTCCT
TAGTTATTGC
CGGATCTCAG
CGAATTCGGA
TGTCCATGTG
GCACCAGACC
GGTTAGCGTC
CCACTTCACC
CAGTGCCAGG
CAGCGATTTC

TTCAGCAAAA
TCAGCGGTGG
TGGTGGTGGT
TCCGATATCA
CTGGCGTTCG
AGAAGAATGA
GAGGAACTCT
GTTTTTGAAC
GTTTTGATCG
ATCCAGAATC

AACCCCTCAA
CAGCAGCCAA
GGTGGTGCTC
GCCATGGCCT
AATTTAGCAG
TGATGATGAT
TTCAACTGAC
AGCAGCAGAG
ATGTTCAGTT
GGGGCGATCA

GACCCGTTTA
CTCAGCTTCC
GAGTGCGGCC
TGTCGTCGTC
CAGCGGTTTC
GGTGCATATG
CTTTAGACAG
TCGGGATACC
TTGCAACGGT
TTTTGCACGG

GAGGCCCCAA
TTTCGGGCTT
GCAAGCTTGT
GTCGGTACCC
TTTCATACCA
GCCAGAACCA
TGCACCCACT
ACGGATGCCA
CAGTTTGCCC
ACCGCACCAC



601

661

721

781

841

901

961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361

TCTGCCCAGA
TCGTCAGTCA
AAATTATTTC
ATTTCGCGGG
CCGGCGCCAC
GGGCTCGCCA
TGGCCGGGGG
TCAACGGCCT
GTCGAGATCC
CCGGAAGAGA
GAGTATGCCG
TCTGCGAAAA
CGCGTGGCAC
CTGGCCCTGC
GGTGCCAGCG
GTGCACAATC
CAGGATGCCA
TCTGACCAGA
GTGGAGCATC
TCTGTCTCGG
CAGCCGATAG
CAAATGCTGA
CTGGGCGCAA
GTGGGATACG
CAGGATTTTC
CAGGCGGTGA
GCGCCCAATA
CGACAGGTTT
CACTCATTAG
CTTCCGGTGG
GCAACTCGTA
CTGGAGCGCG
TCAAGCCTTC
CGGCATGGCG
CTGGCGGGGT
CGACTGCTGC
TGTTTCGTAA
CATCGCAGGA
GCATTGACCC
CTCACAACGT
CTCTCGTTTC
AGTGACCAAA
AACGCTTCTG
GCTTCACGAC
TGAAAACCTC
CGGGAGCAGA
CATGACCCAG

AATCGACGAG
GGTGAATAAT
TAGAGGGGAA
ATCGAGATCG
AGGTGCGGTT
CTTCGGGCTC
ACTGTTGGGC
CAACCTACTA
CGGACACCAT
GTCAATTCAG
GTGTCTCTTA
CGCGGGAAAA
AACAACTGGC
ACGCGCCGTC
TGGTGGTGTC
TTCTCGCGCA
TTGCTGTGGA
CACCCATCAA
TGGTCGCATT
CGCGTCTGCG
CGGAACGGGA
ATGAGGGCAT
TGCGCGCCAT
ACGATACCGA
GCCTGCTGGG
AGGGCAATCA
CGCAAACCGC
CCCGACTGGA
GCACCGGGAT
GCGCGGGGCA
GGACAGGTGC
ACGATGATCG
GTCACTGGTC
GCCCCACGGG
TGCCTTACTG
TGCAAAACGT
AGTCTGGAAA
TGCTGCTGGC
TGAGTGATTT
TCCAGTAACC
ATCGGTATCA
CAGGAAAAAA
GAGAAACTCA
CACGCTGATG
TGACACATGC
CAAGCCCGTC
TCACGTAGCG

GATCGCCCCG
TTTATCGCTC
TTGTTATCCG
ATCTCGATCC
GCTGGCGCCT
ATGAGCGCTT
GCCATCTCCT
CTGGGCTGCT
CGAATGGCGC
GGTGGTGAAT
TCAGACCGTT
AGTGGAAGCG
GGGCAAACAG
GCAAATTGTC
GATGGTAGAA
ACGCGTCAGT
AGCTGCCTGC
CAGTATTATT
GGGTCACCAG
TCTGGCTGGC
AGGCGACTGG
CGTTCCCACT
TACCGAGTCC
AGACAGCTCA
GCAAACCAGC
GCTGTTGCCC
CTCTCCCCGC
AAGCGGGCAG
CTCGACCGAT
TGACTATCGT
CGGCAGCGCT
GCCTGTCGCT
CCGCCACCAA
TGCGCATGAT
GTTAGCAGAA
CTGCGACCTG
CGCGGAAGTC
TACCCTGTGG
TTCTCTGGTC
GGGCATGTTC
TTACCCCCAT
CCGCCCTTAA
ACGAGCTGGA
AGCTTTACCG
AGCTCCCGGA
AGGGCGCGTC
ATAGCGGAGT

TCCGCTTTGA
ATATGTATAT
CTCACAATTC
TCTACGCCGG
ATATCGCCGA
GTTTCGGCGT
TGCATGCACC
TCCTAATGCA
AAAACCTTTC
GTGAAACCAG
TCCCGCGTGG
GCGATGGCGG
TCGTTGCTGA
GCGGCGATTA
CGAAGCGGCG
GGGCTGATCA
ACTAATGTTC
TTCTCCCATG
CAAATCGCGC
TGGCATAAAT
AGTGCCATGT
GCGATGCTGG
GGGCTGCGCG
TGTTATATCC
GTGGACCGCT
GTCTCACTGG
GCGTTGGCCG
TGAGCGCAAC
GCCCTTGAGA
CGCCGCACTT
CTGGGTCATT
TGCGGTATTC
ACGTTTCGGC
CGTGCTCCTG
TGAATCACCG
AGCAACAACA
AGCGCCCTGC
AACACCTACA
CCGCCGCATC
ATCATCAGTA
GAACAGAAAT
CATGGCCCGC
CGCGGATGAA
CAGCTGCCTC
GACGGTCACA
AGCGGGTGTT
GTATACTGGC

GTACATCCGT
CTCCTTCTTA
CCCTATAGTG
ACGCATCGTG
CATCACCGAT
GGGTATGGTG
ATTCCTTGCG
GGAGTCGCAT
GCGGTATGGC
TAACGTTATA
TGAACCAGGC
AGCTGAATTA
TTGGCGTTGC
AATCTCGCGC
TCGAAGCCTG
TTAACTATCC
CGGCGTTATT
AAGACGGTAC
TGTTAGCGGG
ATCTCACTCG
CCGGTTTTCA
TTGCCAACGA
TTGGTGCGGA
CGCCGTTAAC
TGCTGCAACT
TGAAAAGAAA
ATTCATTAAT
GCAATTAATG
GCCTTCAACC
ATGACTGTCT
TTCGGCGAGG
GGAATCTTGC
GAGAAGCAGG
TCGTTGAGGA
ATACGCGAGC
TGAATGGTCT
ACCATTATGT
TCTGTATTAA
CATACCGCCA
ACCCGTATCG
CCCCCTTACA
TTTATCAGAA
CAGGCAGACA
GCGCGTTTCG
GCTTGTCTGT
GGCGGGTGTC
TTAACTATGC

GTCAAAACTG
AAGTTAAACA
AGTCGTATTA
GCCGGCATCA
GGGGAAGATC
GCAGGCCCCG
GCGGCGGTGC
AAGGGAGAGC
ATGATAGCGC
CGATGTCGCA
CAGCCACGTT
CATTCCCAAC
CACCTCCAGT
CGATCAACTG
TAAAGCGGCG
GCTGGATGAC
TCTTGATGTC
GCGACTGGGC
CCCATTAAGT
CAATCAAATT
ACAAACCATG
TCAGATGGCG
CATCTCGGTA
CACCATCAAA
CTCTCAGGGC
AACCACCCTG
GCAGCTGGCA
TAAGTTAGCT
CAGTCAGCTC
TCTTTATCAT
ACCGCTTTCG
ACGCCCTCGC
CCATTATCGC
CCCGGCTAGG
GAACGTGAAG
TCGGTTTCCG
TCCGGATCTG
CGAAGCGCTG
GTTGTTTACC
TGAGCATCCT
CGGAGGCATC
GCCAGACATT
TCTGTGAATC
GTGATGACGG
AAGCGGATGC
GGGGCGCAGC
GGCATCAGAG



//

3421
3481
3541
3601
3661
3721
3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701
5761
5821
5881

CAGATTGTAC
GAAAATACCG
TTCGGCTGCG
CAGGGGATAA
AAAAGGCCGC
ATCGACGCTC
CCCCTGGAAG
CCGCCTTTCT
GTTCGGTGTA
ACCGCTGCGC
CGCCACTGGC
CAGAGTTCTT
GCGCTCTGCT
AAACCACCGC
AAGGATCTCA
ACTCACGTTA
TAAATTAAAA
GTTACCAATG
TAGTTGCCTG
CCAGTGCTGC
ACCAGCCAGC
AGTCTATTAA
ACGTTGTTGC
TCAGCTCCGG
CGGTTAGCTC
TCATGGTTAT
CTGTGACTGG
GCTCTTGCCC
TCATCATTGG
CCAGTTCGAT
GCGTTTCTGG
CACGGAAATG
GTTATTGTCT
TTCCGCGCAC
AATTCGCGTT
AAATCCCTTA
ACAAGAGTCC
AGGGCGATGG
GTAAAGCACT
CGGCGAACGT
CAAGTGTAGC
AGGGCGCGTC

TGAGAGTGCA
CATCAGGCGC
GCGAGCGGTA
CGCAGGAAAG
GTTGCTGGCG
AAGTCAGAGG
CTCCCTCGTG
CCCTTCGGGA
GGTCGTTCGC
CTTATCCGGT
AGCAGCCACT
GAAGTGGTGG
GAAGCCAGTT
TGGTAGCGGT
AGAAGATCCT
AGGGATTTTG
ATGAAGTTTT
CTTAATCAGT
ACTCCCCGTC
AATGATACCG
CGGAAGGGCC
TTGTTGCCGG
CATTGCTGCA
TTCCCAACGA
CTTCGGTCCT
GGCAGCACTG
TGAGTACTCA
GGCGTCAATA
AAAACGTTCT
GTAACCCACT
GTGAGCAAAA
TTGAATACTC
CATGAGCGGA
ATTTCCCCGA
AAATTTTTGT
TAAATCAAAA
ACTATTAAAG
CCCACTACGT
AAATCGGAAC
GGCGAGAAAG
GGTCACGCTG
CCATTCGCCA

CCATATATGC
TCTTCCGCTT
TCAGCTCACT
AACATGTGAG
TTTTTCCATA
TGGCGAAACC
CGCTCTCCTG
AGCGTGGCGC
TCCAAGCTGG
AACTATCGTC
GGTAACAGGA
CCTAACTACG
ACCTTCGGAA
GGTTTTTTTG
TTGATCTTTT
GTCATGAGAT
AAATCAATCT
GAGGCACCTA
GTGTAGATAA
CGAGACCCAC
GAGCGCAGAA
GAAGCTAGAG
GGCATCGTGG
TCAAGGCGAG
CCGATCGTTG
CATAATTCTC
ACCAAGTCAT
CGGGATAATA
TCGGGGCGAA
CGTGCACCCA
ACAGGAAGGC
ATACTCTTCC
TACATATTTG
AAAGTGCCAC
TAAATCAGCT
GAATAGACCG
AACGTGGACT
GAACCATCAC
CCTAAAGGGA
GAAGGGAAGA
CGCGTAACCA

GGTGTGAAAT
CCTCGCTCAC
CAAAGGCGGT
CAAAAGGCCA
GGCTCCGCCC
CGACAGGACT
TTCCGACCCT
TTTCTCATAG
GCTGTGTGCA
TTGAGTCCAA
TTAGCAGAGC
GCTACACTAG
AAAGAGTTGG
TTTGCAAGCA
CTACGGGGTC
TATCAAAAAG
AAAGTATATA
TCTCAGCGAT
CTACGATACG
GCTCACCGGC
GTGGTCCTGC
TAAGTAGTTC
TGTCACGCTC
TTACATGATC
TCAGAAGTAA
TTACTGTCAT
TCTGAGAATA
CCGCGCCACA
AACTCTCAAG
ACTGATCTTC
AAAATGCCGC
TTTTTCAATA
AATGTATTTA
CTGAAATTGT
CATTTTTTAA
AGATAGGGTT
CCAACGTCAA
CCTAATCAAG
GCCCCCGATT
AAGCGAAAGG
CCACACCCGC

ACCGCACAGA
TGACTCGCTG
AATACGGTTA
GCAAAAGGCC
CCCTGACGAG
ATAAAGATAC
GCCGCTTACC
CTCACGCTGT
CGAACCCCCC
CCCGGTAAGA
GAGGTATGTA
AAGGACAGTA
TAGCTCTTGA
GCAGATTACG
TGACGCTCAG
GATCTTCACC
TGAGTAAACT
CTGTCTATTT
GGAGGGCTTA
TCCAGATTTA
AACTTTATCC
GCCAGTTAAT
GTCGTTTGGT
CCCCATGTTG
GTTGGCCGCA
GCCATCCGTA
GTGTATGCGG
TAGCAGAACT
GATCTTACCG
AGCATCTTTT
AAAAAAGGGA
TTATTGAAGC
GAAAAATAAA
AAACGTTAAT
CCAATAGGCC
GAGTGTTGTT
AGGGCGAAAA
TTTTTTGGGG
TAGAGCTTGA
AGCGGGCGCT
CGCGCTTAAT

TGCGTAAGGA
CGCTCGGTCG
TCCACAGAAT
AGGAACCGTA
CATCACAAAA
CAGGCGTTTC
GGATACCTGT
AGGTATCTCA
GTTCAGCCCG
CACGACTTAT
GGCGGTGCTA
TTTGGTATCT
TCCGGCAAAC
CGCAGAAAAA
TGGAACGAAA
TAGATCCTTT
TGGTCTGACA
CGTTCATCCA
CCATCTGGCC
TCAGCAATAA
GCCTCCATCC
AGTTTGCGCA
ATGGCTTCAT
TGCAAAAAAG
GTGTTATCAC
AGATGCTTTT
CGACCGAGTT
TTAAAAGTGC
CTGTTGAGAT
ACTTTCACCA
ATAAGGGCGA
ATTTATCAGG
CAAATAGGGG
ATTTTGTTAA
GAAATCGGCA
CCAGTTTGGA
ACCGTCTATC
TCGAGGTGCC
CGGGGAAAGC
AGGGCGCTGG
GCGCCGCTAC



