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I BGH poly(A) signal
LOCUS Exported 5428bp ds-DNA circular SYN 14-SEP-2017
DEFINITION pCDNA3. 1(+).
ACCESSION
VERSTON
KEYWORDS pCDNA3. 1 (+)
SOURCE synthetic DNA construct

ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 5428)
AUTHORS
TITLE Direct Submission
JOURNAL  Exported Wednesday, June 12, 2019 from SnapGene 3. 2.1
http://www. snapgene. com
FEATURES Location/Qualifiers
source 1..5428
/organism="synthetic DNA construct”
/mol type="other DNA”
enhancer 235..614
/note="CMV enhancer”
/note="human cytomegalovirus immediate early enhancer”
promoter 615.. 818
/note="CMV promoter”
/note="human cytomegalovirus (CMV) immediate early
promoter”
promoter 863. . 881
/note="T7 promoter”
/note="promoter for bacteriophage T7 RNA polymerase”
polyA signal 1028. . 1252
/note="bGH poly(A) signal”
/note="bovine growth hormone polyadenylation signal”
rep origin 1298..1726



/direction=RIGHT
/note="f1 ori”
/note="f1 bacteriophage origin of replication: arrow
indicates direction of (+) strand synthesis”
promoter 1740. . 2069
/note="SV40 promoter”
/note="SV40 enhancer and early promoter”
rep _origin 1920. . 2055
/note="SV40 ori”
/note="SV40 origin of replication”
CDS 2136. . 2930
/codon_start=1
/gene="aph (3’ )-11 (or nptll)”
/product="aminoglycoside phosphotransferase from Tn5”
/note="NeoR/KanR”
/note="confers resistance to neomycin, kanamycin, and G418
(Geneticin(R))”

/translation="MIEQDGLHAGSPAAWVERLFGYDWAQQTIGCSDAAVFRLSAQGRP
VLFVKTDLSGALNELQDEAARLSWLATTGVPCAAVLDVVTEAGRDWLLLGEVPGQDLLS
SHLAPAEKVSTMADAMRRLHTLDPATCPFDHQAKHR TERARTRMEAGLVDQDDLDEEHQ
GLAPAELFARLKARMPDGEDLVVTHGDACLPNIMVENGRFSGFIDCGRLGVADRYQDIA
LATRDIAEELGGEWADRFLVLYGIAAPDSQRIAFYRLLDEFF”

polyA signal 3104. . 3225
/note="SV40 poly(A) signal”
/note="SV40 polyadenylation signal”

primer bind complement (3274. . 3290)
/note="M13 rev”
/note="common sequencing primer, one of multiple similar
variants”

protein bind 3298..3314
/bound moiety="lac repressor encoded by lacl”
/note="lac operator”
/note="The lac repressor binds to the lac operator to
inhibit transcription in E. coli. This inhibition can be
relieved by adding lactose or
isopropyl-beta—D-thiogalactopyranoside (IPTG).”

promoter complement (3322. . 3352)
/note="lac promoter”
/note="promoter for the E. coli lac operon”

protein bind 3367. . 3388
/bound moiety="E. coli catabolite activator protein”
/note="CAP binding site”

/note="CAP binding activates transcription in the presence



of cAMP.”
complement (3676. . 4261)
/direction=LEFT
/note="ori”
/note="high—copy—number ColEl/pMB1/pBR322/pUC origin of
replication”
complement (4432. . 5292)
/codon_start=1
/gene="bla”
/product="beta—lactamase”
/note="AmpR”

/note="confers resistance to ampicillin, carbenicillin, and

rep _origin

CDS

related antibiotics”

/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGYI
ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS
PVTEKHLTDGMTVRELCSAATTMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW
EPELNEATPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPLLRSA
LPAGWFTADKSGAGERGSRGI TAALGPDGKPSRIVVIYTTGSQATMDERNRQIAEIGAS
LIKHW”

promoter complement (5293. . 5397)
/gene="bla”
/note="AmpR promoter”
ORIGIN

1 GACGGATCGG GAGATCTCCC GATCCCCTAT GGTGCACTCT CAGTACAATC TGCTCTGATG
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CCGCATAGTT
CGAGCAAAAT
TTAGGGTTAG
GATTATTGAC
TGGAGTTCCG
CCCGCCCATT
ATTGACGTCA
ATCATATGCC
ATGCCCAGTA
TCGCTATTAC
ACTCACGGGG
AAAATCAACG
GTAGGCGTGT
CTGCTTACTG
GTTTAAACTT
AGATATCCAG

AAGCCAGTAT
TTAAGCTACA
GCGTTTTGCG
TAGTTATTAA
CGTTACATAA
GACGTCAATA
ATGGGTGGAG
AAGTACGCCC
CATGACCTTA
CATGGTGATG
ATTTCCAAGT
GGACTTTCCA
ACGGTGGGAG
GCTTATCGAA
AAGCTTGGTA
CACAGTGGCG

CTGCTCCCTG
ACAAGGCAAG
CTGCTTCGCG
TAGTAATCAA
CTTACGGTAA
ATGACGTATG
TATTTACGGT
CCTATTGACG
TGGGACTTTC
CGGTTTTGGC
CTCCACCCCA
AAATGTCGTA
GTCTATATAA
ATTAATACGA
CCGAGCTCGG
GCCGCTCGAG

CTTGTGTGTT
GCTTGACCGA
ATGTACGGGC
TTACGGGGTC
ATGGCCCGCC
TTCCCATAGT
AAACTGCCCA
TCAATGACGG
CTACTTGGCA
AGTACATCAA
TTGACGTCAA
ACAACTCCGC
GCAGAGCTCT
CTCACTATAG
ATCCACTAGT
TCTAGAGGGC

GGAGGTCGCT
CAATTGCATG
CAGATATACG
ATTAGTTCAT
TGGCTGACCG
AACGCCAATA
CTTGGCAGTA
TAAATGGCCC
GTACATCTAC
TGGGCGTGGA
TGGGAGTTTG
CCCATTGACG
CTGGCTAACT
GGAGACCCAA
CCAGTGTGGT
CCGTTTAAAC

GAGTAGTGCG
AAGAATCTGC
CGTTGACATT
AGCCCATATA
CCCAACGACC
GGGACTTTCC
CATCAAGTGT
GCCTGGCATT
GTATTAGTCA
TAGCGGTTTG
TTTTGGCACC
CAAATGGGCG
AGAGAACCCA
GCTGGCTAGC
GGAATTCTGC
CCGCTGATCA

1021 GCCTCGACTG TGCCTTCTAG TTGCCAGCCA TCTGTTGTTT GCCCCTCCCC CGTGCCTTCC
1081 TTGACCCTGG AAGGTGCCAC TCCCACTGTC CTTTCCTAAT AAAATGAGGA AATTGCATCG
1141 CATTGTCTGA GTAGGTGTCA TTCTATTCTG GGGGGTGGGG TGGGGCAGGA CAGCAAGGGG
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GAGGATTGGG
GCGGAAAGAA
AGCGCGGCGG
CCCGCTCCTT
GCTCTAAATC
AAAAAACTTG
CGCCCTTTGA
ACACTCAACC
TATTGGTTAA
TGTGTCAGTT
TGCATCTCAA
GTATGCAAAG
TCCCGCCCCT
TTATTTATGC
GCTTTTTTGG
GATCTGATCA
CAGGTTCTCC
TCGGCTGCTC
TCAAGACCGA
GGCTGGCCAC
GGGACTGGCT
CTGCCGAGAA
CTACCTGCCC
AAGCCGGTCT
AACTGTTCGC
GCGATGCCTG
GTGGCCGGCT
CTGAAGAGCT
CCGATTCGCA
GGGGTTCGAA
CGCCGCCTTC
CCTCCAGCGC
TTATAATGGT
ACTGCATTCT
GTCGACCTCT
TTATCCGCTC
TGCCTAATGA
GGGAAACCTG
GCGTATTGGG
GCGGCGAGCG
TAACGCAGGA
CGCGTTGCTG
CTCAAGTCAG
AAGCTCCCTC

AAGACAATAG
CCAGCTGGGG
GTGTGGTGGT
TCGCTTTCTT
GGGGGCTCCC
ATTAGGGTGA
CGTTGGAGTC
CTATCTCGGT
AAAATGAGCT
AGGGTGTGGA
TTAGTCAGCA
CATGCATCTC
AACTCCGCCC
AGAGGCCGAG
AGGCCTAGGC
AGAGACAGGA
GGCCGCTTGG
TGATGCCGCC
CCTGTCCGGT
GACGGGCGTT
GCTATTGGGC
AGTATCCATC
ATTCGACCAC
TGTCGATCAG
CAGGCTCAAG
CTTGCCGAAT
GGGTGTGGCG
TGGCGGCGAA
GCGCATCGCC
ATGACCGACC
TATGAAAGGT
GGGGATCTCA
TACAAATAAA
AGTTGTGGTT
AGCTAGAGCT
ACAATTCCAC
GTGAGCTAAC
TCGTGCCAGC
CGCTCTTCCG
GTATCAGCTC
AAGAACATGT
GCGTTTTTCC
AGGTGGCGAA
GTGCGCTCTC

CAGGCATGCT
CTCTAGGGGG
TACGCGCAGC
CCCTTCCTTT
TTTAGGGTTC
TGGTTCACGT
CACGTTCTTT
CTATTCTTTT
GATTTAACAA
AAGTCCCCAG
ACCAGGTGTG
AATTAGTCAG
AGTTCCGCCC
GCCGCCTCTG
TTTTGCAAAA
TGAGGATCGT
GTGGAGAGGC
GTGTTCCGGC
GCCCTGAATG
CCTTGCGCAG
GAAGTGCCGG
ATGGCTGATG
CAAGCGAAAC
GATGATCTGG
GCGCGCATGC
ATCATGGTGG
GACCGCTATC
TGGGCTGACC
TTCTATCGCC
AAGCGACGCC
TGGGCTTCGG
TGCTGGAGTT
GCAATAGCAT
TGTCCAAACT
TGGCGTAATC
ACAACATACG
TCACATTAAT
TGCATTAATG
CTTCCTCGCT
ACTCAAAGGC
GAGCAAAAGG
ATAGGCTCCG
ACCCGACAGG
CTGTTCCGAC

GGGGATGCGG
TATCCCCACG
GTGACCGCTA
CTCGCCACGT
CGATTTAGTG
AGTGGGCCAT
AATAGTGGAC
GATTTATAAG
AAATTTAACG
GCTCCCCAGC
GAAAGTCCCC
CAACCATAGT
ATTCTCCGCC
CCTCTGAGCT
AGCTCCCGGG
TTCGCATGAT
TATTCGGCTA
TGTCAGCGCA
AACTGCAGGA
CTGTGCTCGA
GGCAGGATCT
CAATGCGGCG
ATCGCATCGA
ACGAAGAGCA
CCGACGGCGA
AAAATGGCCG
AGGACATAGC
GCTTCCTCGT
TTCTTGACGA
CAACCTGCCA
AATCGTTTTC
CTTCGCCCAC
CACAAATTTC
CATCAATGTA
ATGGTCATAG
AGCCGGAAGC
TGCGTTGCGC
AATCGGCCAA
CACTGACTCG
GGTAATACGG
CCAGCAAAAG
CCCCCCTGAC
ACTATAAAGA
CCTGCCGCTT

TGGGCTCTAT
CGCCCTGTAG
CACTTGCCAG
TCGCCGGCTT
CTTTACGGCA
CGCCCTGATA
TCTTGTTCCA
GGATTTTGCC
CGAATTAATT
AGGCAGAAGT
AGGCTCCCCA
CCCGCCCCTA
CCATGGCTGA
ATTCCAGAAG
AGCTTGTATA
TGAACAAGAT
TGACTGGGCA
GGGGCGCCCG
CGAGGCAGCG
CGTTGTCACT
CCTGTCATCT
GCTGCATACG
GCGAGCACGT
TCAGGGGCTC
GGATCTCGTC
CTTTTCTGGA
GTTGGCTACC
GCTTTACGGT
GTTCTTCTGA
TCACGAGATT
CGGGACGCCG
CCCAACTTGT
ACAAATAAAG
TCTTATCATG
CTGTTTCCTG
ATAAAGTGTA
TCACTGCCCG
CGCGCGGGGA
CTGCGCTCGG
TTATCCACAG
GCCAGGAACC
GAGCATCACA
TACCAGGCGT
ACCGGATACC

GGCTTCTGAG
CGGCGCATTA
CGCCCTAGCG
TCCCCGTCAA
CCTCGACCCC
GACGGTTTTT
AACTGGAACA
GATTTCGGCC
CTGTGGAATG
ATGCAAAGCA
GCAGGCAGAA
ACTCCGCCCA
CTAATTTTTT
TAGTGAGGAG
TCCATTTTCG
GGATTGCACG
CAACAGACAA
GTTCTTTTTG
CGGCTATCGT
GAAGCGGGAA
CACCTTGCTC
CTTGATCCGG
ACTCGGATGG
GCGCCAGCCG
GTGACCCATG
TTCATCGACT
CGTGATATTG
ATCGCCGCTC
GCGGGACTCT
TCGATTCCAC
GCTGGATGAT
TTATTGCAGC
CATTTTTTTC
TCTGTATACC
TGTGAAATTG
AAGCCTGGGG
CTTTCCAGTC
GAGGCGGTTT
TCGTTCGGCT
AATCAGGGGA
GTAAAAAGGC
AAAATCGACG
TTCCCCCTGG
TGTCCGCCTT
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TCTCCCTTCG
GTAGGTCGTT
CGCCTTATCC
GGCAGCAGCC
CTTGAAGTGG
GCTGAAGCCA
CGCTGGTAGC
AGAAGATCCT
AGGGATTTTG
ATGAAGTTTT
CTTAATCAGT
ACTCCCCGTC
AATGATACCG
CGGAAGGGCC
TTGTTGCCGG
CATTGCTACA
TTCCCAACGA
CTTCGGTCCT
GGCAGCACTG
TGAGTACTCA
GGCGTCAATA
AAAACGTTCT
GTAACCCACT
GTGAGCAAAA
TTGAATACTC
CATGAGCGGA
ATTTCCCCGA

GGAAGCGTGG
CGCTCCAAGC
GGTAACTATC
ACTGGTAACA
TGGCCTAACT
GTTACCTTCG
GGTTTTTTTG
TTGATCTTTT
GTCATGAGAT
AAATCAATCT
GAGGCACCTA
GTGTAGATAA
CGAGACCCAC
GAGCGCAGAA
GAAGCTAGAG
GGCATCGTGG
TCAAGGCGAG
CCGATCGTTG
CATAATTCTC
ACCAAGTCAT
CGGGATAATA
TCGGGGCGAA
CGTGCACCCA
ACAGGAAGGC
ATACTCTTCC
TACATATTTG
AAAGTGCCAC

CGCTTTCTCA
TGGGCTGTGT
GTCTTGAGTC
GGATTAGCAG
ACGGCTACAC
GAAAAAGAGT
TTTGCAAGCA
CTACGGGGTC
TATCAAAAAG
AAAGTATATA
TCTCAGCGAT
CTACGATACG
GCTCACCGGC
GTGGTCCTGC
TAAGTAGTTC
TGTCACGCTC
TTACATGATC
TCAGAAGTAA
TTACTGTCAT
TCTGAGAATA
CCGCGCCACA
AACTCTCAAG
ACTGATCTTC
AAAATGCCGC
TTTTTCAATA
AATGTATTTA
CTGACGTC

TAGCTCACGC
GCACGAACCC
CAACCCGGTA
AGCGAGGTAT
TAGAAGAACA
TGGTAGCTCT
GCAGATTACG
TGACGCTCAG
GATCTTCACC
TGAGTAAACT
CTGTCTATTT
GGAGGGCTTA
TCCAGATTTA
AACTTTATCC
GCCAGTTAAT
GTCGTTTGGT
CCCCATGTTG
GTTGGCCGCA
GCCATCCGTA
GTGTATGCGG
TAGCAGAACT
GATCTTACCG
AGCATCTTTT
AAAAAAGGGA
TTATTGAAGC
GAAAAATAAA

TGTAGGTATC
CCCGTTCAGC
AGACACGACT
GTAGGCGGTG
GTATTTGGTA
TGATCCGGCA
CGCAGAAAAA
TGGAACGAAA
TAGATCCTTT
TGGTCTGACA
CGTTCATCCA
CCATCTGGCC
TCAGCAATAA
GCCTCCATCC
AGTTTGCGCA
ATGGCTTCAT
TGCAAAAAAG
GTGTTATCAC
AGATGCTTTT
CGACCGAGTT
TTAAAAGTGC
CTGTTGAGAT
ACTTTCACCA
ATAAGGGCGA
ATTTATCAGG
CAAATAGGGG

TCAGTTCGGT
CCGACCGCTG
TATCGCCACT
CTACAGAGTT
TCTGCGCTCT
AACAAACCAC
AAGGATCTCA
ACTCACGTTA
TAAATTAAAA
GTTACCAATG
TAGTTGCCTG
CCAGTGCTGC
ACCAGCCAGC
AGTCTATTAA
ACGTTGTTGC
TCAGCTCCGG
CGGTTAGCTC
TCATGGTTAT
CTGTGACTGG
GCTCTTGCCC
TCATCATTGG
CCAGTTCGAT
GCGTTTCTGG
CACGGAAATG
GTTATTGTCT
TTCCGCGCAC



