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LOCUS Exported 6110bp ds—DNA circular SYN 15-MAR-2019
DEFINITION synthetic circular DNA

ACCESSTON

VERSTON

KEYWORDS pCDNA3. 1 (+) -mcherry

SOURCE synthetic DNA construct

ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 6110)
AUTHORS 1
TITLE Direct Submission
JOURNAL  Exported Monday, June 24, 2019 from SnapGene 3. 2.1
http://www. snapgene. com
FEATURES Location/Qualifiers
source 1..6110
/organism="synthetic DNA construct”
/mol type="other DNA”
enhancer 235..614
/note="CMV enhancer”
/note="human cytomegalovirus immediate early enhancer”
promoter 615.. 818
/note="CMV promoter”
/note="human cytomegalovirus (CMV) immediate early
promoter”
promoter 863. . 881
/note="T7 promoter”
/note="promoter for bacteriophage T7 RNA polymerase”
CDS 948. . 1658

/codon_start=1
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polyA signal

rep origin

promoter

rep origin

CDS

polyA signal

primer bind

protein bind

/product="monomeric derivative of DsRed fluorescent protein
(Shaner et al., 2004)”

/note="mCherry”

/note="mammalian codon-optimized”
/translation="MVSKGEEDNMAIIKEFMRFKVHMEGSVNGHEFEIEGEGEGRPYEG
TQTAKLKVTKGGPLPFAWDILSPQFMYGSKAYVKHPADIPDYLKLSFPEGFKWERVMNE
EDGGVVTVTQDSSLQDGEFIYKVKLRGTNFPSDGPVMQKKTMGWEASSERMYPEDGALK
GETKQRLKLKDGGHYDAEVKTTYKAKKPVQLPGAYNVNIKLDITSHNEDYTIVEQYERA
EGRHSTGGMDELYK”

1710..1934

/note="bGH poly(A) signal”

/note="bovine growth hormone polyadenylation signal”
1980. . 2408

/direction=RIGHT

/note="f1 ori”

/note="f1 bacteriophage origin of replication; arrow
indicates direction of (+) strand synthesis”

2422..2751

/note="SV40 promoter”

/note="SV40 enhancer and early promoter”

2602. . 2737

/note="SV40 ori”

/note="SV40 origin of replication”

2818..3612

/codon_start=1

/gene="aph (3’ )-11 (or nptII)”

/product="aminoglycoside phosphotransferase from Tn5”
/note="NeoR/KanR”

/note="confers resistance to neomycin, kanamycin, and G418
(Geneticin(R))”
/translation="MIEQDGLHAGSPAAWVERLFGYDWAQQTIGCSDAAVFRLSAQGRP
VLFVKTDLSGALNELQDEAARLSWLATTGVPCAAVLDVVTEAGRDWLLLGEVPGQDLLS
SHLAPAEKVSIMADAMRRLHTLDPATCPFDHQAKHR TERARTRMEAGLVDQDDLDEEHQ
GLAPAELFARLKARMPDGEDLVVTHGDACLPNIMVENGRFSGFIDCGRLGVADRYQDIA
LATRDIAEELGGEWADRFLVLYGIAAPDSQRIAFYRLLDEFF”

3786. . 3907

/note="SV40 poly(A) signal”

/note="SV40 polyadenylation signal”

complement (3956. . 3972)

/note="M13 rev”

/note="common sequencing primer, one of multiple similar
variants”

3980. . 3996

/bound moiety="lac repressor encoded by lacl”

3
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/note="lac operator”

/note="The lac repressor binds to the lac operator to
inhibit transcription in E. coli. This inhibition can be
relieved by adding lactose or
isopropyl-beta-D-thiogalactopyranoside (IPTG).”
complement (4004. . 4034)

/note="lac promoter”

promoter

/note="promoter for the E. coli lac operon”

4049. . 4070

/bound moiety="E. coli catabolite activator protein”
/note="CAP binding site”

/note="CAP binding activates transcription in the presence
of cAMP.”

complement (4358. . 4943)

/direction=LEFT

/note="ori”

/note="high—copy—number ColE1l/pMB1/pBR322/pUC origin of
replication”

complement (5114. .5974)

/codon_start=1

protein bind

rep origin

CDS

/gene="bla”

/product="beta-lactamase”

/note="AmpR”

/note="confers resistance to ampicillin, carbenicillin, and
related antibiotics”
/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY I
ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRTHYSQNDLVEYS
PVTEKHLTDGMTVRELCSAATTMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW
EPELNEATPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPLLRSA
LPAGWFTADKSGAGERGSRGITAALGPDGKPSRIVVIYTTGSQATMDERNRQIAETIGAS
LIKHW”

complement (5975. . 6079)

/gene="bla”

promoter

/note="AmpR promoter”
ORIGIN

61
121
181
241
301
361
421
481

GACGGATCGG
CCGCATAGTT
CGAGCAAAAT
TTAGGGTTAG
GATTATTGAC
TGGAGTTCCG
CCCGCCCATT
ATTGACGTCA
ATCATATGCC

GAGATCTCCC
AAGCCAGTAT
TTAAGCTACA
GCGTTTTGCG
TAGTTATTAA
CGTTACATAA
GACGTCAATA
ATGGGTGGAG
AAGTACGCCC

GATCCCCTAT
CTGCTCCCTG
ACAAGGCAAG
CTGCTTCGCG
TAGTAATCAA
CTTACGGTAA
ATGACGTATG
TATTTACGGT
CCTATTGACG

GGTGCACTCT
CTTGTGTGTT
GCTTGACCGA
ATGTACGGGC
TTACGGGGTC
ATGGCCCGCC
TTCCCATAGT
AAACTGCCCA
TCAATGACGG

4

CAGTACAATC
GGAGGTCGCT
CAATTGCATG
CAGATATACG
ATTAGTTCAT
TGGCTGACCG
AACGCCAATA
CTTGGCAGTA
TAAATGGCCC

TGCTCTGATG
GAGTAGTGCG
AAGAATCTGC
CGTTGACATT
AGCCCATATA
CCCAACGACC
GGGACTTTCC
CATCAAGTGT
GCCTGGCATT
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ATGCCCAGTA
TCGCTATTAC
ACTCACGGGG
AAAATCAACG
GTAGGCGTGT
CTGCTTACTG
GTTTAAACTT
GCGAGGAGGA
GCTCCGTGAA
GCACCCAGAC
TCCTGTCCCC
CCGACTACTT
AGGACGGCGG
ACAAGGTGAA
CCATGGGCTG
AGATCAAGCA
CCTACAAGGC
ACATCACCTC
GCCACTCCAC
GCCCGTTTAA
TTGCCCCTCC
ATAAAATGAG
GGTGGGGCAG
GGTGGGCTCT
CGCGCCCTGT
TACACTTGCC
GTTCGCCGGC
TGCTTTACGG
ATCGCCCTGA
ACTCTTGTTC
AGGGATTTTG
CGCGAATTAA
GCAGGCAGAA
CCAGGCTCCC
GTCCCGCCCC
CCCCATGGCT
CTATTCCAGA
GGAGCTTGTA
ATTGAACAAG
TATGACTGGG
CAGGGGCGCC
GACGAGGCAG
GACGTTGTCA
CTCCTGTCAT

CATGACCTTA
CATGGTGATG
ATTTCCAAGT
GGACTTTCCA
ACGGTGGGAG
GCTTATCGAA
AAGCTTGGTA
TAACATGGCC
CGGCCACGAG
CGCCAAGCTG
TCAGTTCATG
GAAGCTGTCC
CGTGGTGACC
GCTGCGCGGC
GGAGGCCTCC
GAGGCTGAAG
CAAGAAGCCC
CCACAACGAG
CGGCGGCATG
ACCCGCTGAT
CCCGTGCCTT
GAAATTGCAT
GACAGCAAGG
ATGGCTTCTG
AGCGGCGCAT
AGCGCCCTAG
TTTCCCCGTC
CACCTCGACC
TAGACGGTTT
CAAACTGGAA
CCGATTTCGG
TTCTGTGGAA
GTATGCAAAG
CAGCAGGCAG
TAACTCCGCC
GACTAATTTT
AGTAGTGAGG
TATCCATTTT
ATGGATTGCA
CACAACAGAC
CGGTTCTTTT
CGCGGCTATC
CTGAAGCGGG
CTCACCTTGC

TGGGACTTTC
CGGTTTTGGC
CTCCACCCCA
AAATGTCGTA
GTCTATATAA
ATTAATACGA
CCGAGCTCGG
ATCATCAAGG
TTCGAGATCG
AAGGTGACCA
TACGGCTCCA
TTCCCCGAGG
GTGACCCAGG
ACCAACTTCC
TCCGAGCGGA
CTGAAGGACG
GTGCAGCTGC
GACTACACCA
GACGAGCTCT
CAGCCTCGAC
CCTTGACCCT
CGCATTGTCT
GGGAGGATTG
AGGCGGAAAG
TAAGCGCGGC
CGCCCGCTCC
AAGCTCTAAA
CCAAAAAACT
TTCGCCCTTT
CAACACTCAA
CCTATTGGTT
TGTGTGTCAG
CATGCATCTC
AAGTATGCAA
CATCCCGCCC
TTTTATTTAT
AGGCTTTTTT
CGGATCTGAT
CGCAGGTTCT
AATCGGCTGC
TGTCAAGACC
GTGGCTGGCC
AAGGGACTGG
TCCTGCCGAG

CTACTTGGCA
AGTACATCAA
TTGACGTCAA
ACAACTCCGC
GCAGAGCTCT
CTCACTATAG
ATCCACCGGT
AGTTCATGCG
AGGGCGAGGG
AGGGTGGCCC
AGGCCTACGT
GCTTCAAGTG
ACTCCTCCCT
CCTCCGACGG
TGTACCCCGA
GCGGCCACTA
CCGGCGCCTA
TCGTGGAACA
ACAAGTAGAG
TGTGCCTTCT
GGAAGGTGCC
GAGTAGGTGT
GGAAGACAAT
AACCAGCTGG
GGGTGTGGTG
TTTCGCTTTC
TCGGGGGCTC
TGATTAGGGT
GACGTTGGAG
CCCTATCTCG
AAAAAATGAG
TTAGGGTGTG
AATTAGTCAG
AGCATGCATC
CTAACTCCGC
GCAGAGGCCG
GGAGGCCTAG
CAAGAGACAG
CCGGCCGCTT
TCTGATGCCG
GACCTGTCCG
ACGACGGGCG
CTGCTATTGG
AAAGTATCCA

5

GTACATCTAC
TGGGCGTGGA
TGGGAGTTTG
CCCATTGACG
CTGGCTAACT
GGAGACCCAA
CGCCACCATG
CTTCAAGGTG
CGAGGGCCGC
CCTGCCCTTC
GAAGCACCCC
GGAGCGCGTG
GCAGGACGGC
CCCCGTAATG
GGACGGCGCC
CGACGCTGAG
CAACGTCAAC
GTACGAACGC
CGGCCGCTCG
AGTTGCCAGC
ACTCCCACTG
CATTCTATTC
AGCAGGCATG
GGCTCTAGGG
GTTACGCGCA
TTCCCTTCCT
CCTTTAGGGT
GATGGTTCAC
TCCACGTTCT
GTCTATTCTT
CTGATTTAAC
GAAAGTCCCC
CAACCAGGTG
TCAATTAGTC
CCAGTTCCGC
AGGCCGCCTC
GCTTTTGCAA
GATGAGGATC
GGGTGGAGAG
CCGTGTTCCG
GTGCCCTGAA
TTCCTTGCGC
GCGAAGTGCC
TCATGGCTGA

GTATTAGTCA
TAGCGGTTTG
TTTTGGCACC
CAAATGGGCG
AGAGAACCCA
GCTGGCTAGC
GTGAGCAAGG
CACATGGAGG
CCCTACGAGG
GCCTGGGACA
GCCGACATCC
ATGAACTTCG
GAGTTCATCT
CAGAAGAAGA
CTGAAGGGCG
GTCAAGACCA
ATCAAGTTGG
GCCGAGGGCC
AGTCTAGAGG
CATCTGTTGT
TCCTTTCCTA
TGGGGGGTGG
CTGGGGATGC
GGTATCCCCA
GCGTGACCGC
TTCTCGCCAC
TCCGATTTAG
GTAGTGGGCC
TTAATAGTGG
TTGATTTATA
AAAAATTTAA
AGGCTCCCCA
TGGAAAGTCC
AGCAACCATA
CCATTCTCCG
TGCCTCTGAG
AAAGCTCCCG
GTTTCGCATG
GCTATTCGGC
GCTGTCAGCG
TGAACTGCAG
AGCTGTGCTC
GGGGCAGGAT
TGCAATGCGG
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CGGCTGCATA
GAGCGAGCAC
CATCAGGGGC
GAGGATCTCG
CGCTTTTCTG
GCGTTGGCTA
GTGCTTTACG
GAGTTCTTCT
CATCACGAGA
TCCGGGACGC
ACCCCAACTT
TCACAAATAA
TATCTTATCA
AGCTGTTTCC
GCATAAAGTG
GCTCACTGCC
AACGCGCGGG
CGCTGCGCTC
GGTTATCCAC
AGGCCAGGAA
ACGAGCATCA
GATACCAGGC
TTACCGGATA
GCTGTAGGTA
CCCCCGTTCA
TAAGACACGA
ATGTAGGCGG
CAGTATTTGG
CTTGATCCGG
CGCGCAGAAA
AGTGGAACGA
CCTAGATCCT
CTTGGTCTGA
TTCGTTCATC
TACCATCTGG
TATCAGCAAT
CCGCCTCCAT
ATAGTTTGCG
GTATGGCTTC
TGTGCAAAAA
CAGTGTTATC
TAAGATGCTT
GGCGACCGAG
CTTTAAAAGT

CGCTTGATCC
GTACTCGGAT
TCGCGCCAGC
TCGTGACCCA
GATTCATCGA
CCCGTGATAT
GTATCGCCGC
GAGCGGGACT
TTTCGATTCC
CGGCTGGATG
GTTTATTGCA
AGCATTTTTT
TGTCTGTATA
TGTGTGAAAT
TAAAGCCTGG
CGCTTTCCAG
GAGAGGCGGT
GGTCGTTCGG
AGAATCAGGG
CCGTAAAAAG
CAAAAATCGA
GTTTCCCCCT
CCTGTCCGCC
TCTCAGTTCG
GCCCGACCGC
CTTATCGCCA
TGCTACAGAG
TATCTGCGCT
CAAACAAACC
AAAAGGATCT
AAACTCACGT
TTTAAATTAA
CAGTTACCAA
CATAGTTGCC
CCCCAGTGCT
AAACCAGCCA
CCAGTCTATT
CAACGTTGTT
ATTCAGCTCC
AGCGGTTAGC
ACTCATGGTT
TTCTGTGACT
TTGCTCTTGC
GCTCATCATT

GGCTACCTGC
GGAAGCCGGT
CGAACTGTTC
TGGCGATGCC
CTGTGGCCGG
TGCTGAAGAG
TCCCGATTCG
CTGGGGTTCG
ACCGCCGCCT
ATCCTCCAGC
GCTTATAATG
TCACTGCATT
CCGTCGACCT
TGTTATCCGC
GGTGCCTAAT
TCGGGAAACC
TTGCGTATTG
CTGCGGCGAG
GATAACGCAG
GCCGCGTTGC
CGCTCAAGTC
GGAAGCTCCC
TTTCTCCCTT
GTGTAGGTCG
TGCGCCTTAT
CTGGCAGCAG
TTCTTGAAGT
CTGCTGAAGC
ACCGCTGGTA
CAAGAAGATC
TAAGGGATTT
AAATGAAGTT
TGCTTAATCA
TGACTCCCCG
GCAATGATAC
GCCGGAAGGG
AATTGTTGCC
GCCATTGCTA
GGTTCCCAAC
TCCTTCGGTC
ATGGCAGCAC
GGTGAGTACT
CCGGCGTCAA
GGAAAACGTT

CCATTCGACC
CTTGTCGATC
GCCAGGCTCA
TGCTTGCCGA
CTGGGTGTGG
CTTGGCGGCG
CAGCGCATCG
AAATGACCGA
TCTATGAAAG
GCGGGGATCT
GTTACAAATA
CTAGTTGTGG
CTAGCTAGAG
TCACAATTCC
GAGTGAGCTA
TGTCGTGCCA
GGCGCTCTTC
CGGTATCAGC
GAAAGAACAT
TGGCGTTTTT
AGAGGTGGCG
TCGTGCGCTC
CGGGAAGCGT
TTCGCTCCAA
CCGGTAACTA
CCACTGGTAA
GGTGGCCTAA
CAGTTACCTT
GCGGTTTTTT
CTTTGATCTT
TGGTCATGAG
TTAAATCAAT
GTGAGGCACC
TCGTGTAGAT
CGCGAGACCC
CCGAGCGCAG
GGGAAGCTAG
CAGGCATCGT
GATCAAGGCG
CTCCGATCGT
TGCATAATTC
CAACCAAGTC
TACGGGATAA
CTTCGGGGCG

6

ACCAAGCGAA
AGGATGATCT
AGGCGCGCAT
ATATCATGGT
CGGACCGCTA
AATGGGCTGA
CCTTCTATCG
CCAAGCGACG
GTTGGGCTTC
CATGCTGGAG
AAGCAATAGC
TTTGTCCAAA
CTTGGCGTAA
ACACAACATA
ACTCACATTA
GCTGCATTAA
CGCTTCCTCG
TCACTCAAAG
GTGAGCAAAA
CCATAGGCTC
AAACCCGACA
TCCTGTTCCG
GGCGCTTTCT
GCTGGGCTGT
TCGTCTTGAG
CAGGATTAGC
CTACGGCTAC
CGGAAAAAGA
TGTTTGCAAG
TTCTACGGGG
ATTATCAAAA
CTAAAGTATA
TATCTCAGCG
AACTACGATA
ACGCTCACCG
AAGTGGTCCT
AGTAAGTAGT
GGTGTCACGC
AGTTACATGA
TGTCAGAAGT
TCTTACTGTC
ATTCTGAGAA
TACCGCGCCA
AAAACTCTCA

ACATCGCATC
GGACGAAGAG
GCCCGACGGC
GGAAAATGGC
TCAGGACATA
CCGCTTCCTC
CCTTCTTGAC
CCCAACCTGC
GGAATCGTTT
TTCTTCGCCC
ATCACAAATT
CTCATCAATG
TCATGGTCAT
CGAGCCGGAA
ATTGCGTTGC
TGAATCGGCC
CTCACTGACT
GCGGTAATAC
GGCCAGCAAA
CGCCCCCCTG
GGACTATAAA
ACCCTGCCGC
CATAGCTCAC
GTGCACGAAC
TCCAACCCGG
AGAGCGAGGT
ACTAGAAGAA
GTTGGTAGCT
CAGCAGATTA
TCTGACGCTC
AGGATCTTCA
TATGAGTAAA
ATCTGTCTAT
CGGGAGGGCT
GCTCCAGATT
GCAACTTTAT
TCGCCAGTTA
TCGTCGTTTG
TCCCCCATGT
AAGTTGGCCG
ATGCCATCCG
TAGTGTATGC
CATAGCAGAA
AGGATCTTAC
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5821 CGCTGTTGAG ATCCAGTTCG ATGTAACCCA CTCGTGCACC CAACTGATCT TCAGCATCTT
5881 TTACTTTCAC CAGCGTTTCT GGGTGAGCAA AAACAGGAAG GCAAAATGCC GCAAAAAAGG
5941 GAATAAGGGC GACACGGAAA TGTTGAATAC TCATACTCTT CCTTTTTCAA TATTATTGAA
6001 GCATTTATCA GGGTTATTGT CTCATGAGCG GATACATATT TGAATGTATT TAGAAAAATA
6061 AACAAATAGG GGTTCCGCGC ACATTTCCCC GAAAAGTGCC ACCTGACGTC
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